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This listing is intended to aid researchers in population genetics and evolution. To add your name to the directory
listing, to change anything regarding this listing or to complain please send me mail at Golding@McMaster.CA.

Listing in this directory is neither limited nor censored and is solely to help scientists reach other members in
the same field and to serve as a means of communication. Please do not add to the junk e-mail unless necessary.
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AMNH NewYork
ConservationGenetics Sep27-29

REGISTRATION IS OPEN - POSTER ABSTRACT
SUBMISSION — LAST CALL FOR POSTERS

REGISTRATION FEE: STUDENTS (US$100),
POSTDOCS, RESEARCHERS, PROFESSORS
(US$250)

ConGen3: The 3rd biannual International Symposium
on Conservation Genetics

sponsored by the American Genetic Association
Date: 27-29 September, 2007

Location: American Museum of Natural History, New
York, NY, USA

Website: http://genomics.amnh.org/congen3 E-mail:
congen3@gmail.com

ConGen3 will be held at the AMNH Sackler Institute
for Comparative Genomics in New York City.

Session topics:

- Genetic research for biodiversity surveys, characteri-
zation of unique microbial communities, and barcoding
initiatives. - Conservation Genetics in Time: conser-
vation phylogenetics and tree reconstruction for identi-
fication of hidden biodiversity and examination of hy-

NHM London LERNAnnualConference Sepl4
NewYork AMNH Conservation Genetics Sep27-29
POSEETS oot 7

PurdueU Genomics Sepl0-12 ............ ... ... ... 7
RoyalSocietyLondon Phylogenetics Apr28-29 ....... 7
Seattle FishGenetics Sepl7-18 ........... .. ... .... 8
Tremont SEPEEG Sep21-23 ........................ 8

UMontpellier HumanEvolution Apr2-4 Call for papers
9

brid zones. - Ex Situ Conservation Genetics: intensive
metapopulation management in theory and practice. -
Conservation Genetics in Space: landscape conserva-
tion genetics including explicit spatial modeling. - Ge-
netics of Invasive Species: patterns and control.

Interested participants can exchange informa-
tion on New York City related travel and
housing options on the online forum http://-

groups.google.com/group/congen3

On behalf of the organizers: George Amato (Ameri-
can Museum of Natural History) Gisella Caccone (Yale
University) Rob DeSalle (American Museum of Natural
History)

Sergios-Orestis Kolokotronis Sackler Institute for Com-
parative Genomics American Museum of Natural His-
tory Central Park West at 79th Street New York, NY
10024 -USA- tel +1 212 313 7648 koloko@amnh.org
http://koloko.net koloko@amnh.org

Atlanta Bioinformatics Nov15-17

CALL FOR PAPERS

The 6th Georgia Tech - ORNL International Confer-
ence on Bioinformatics -

In silico Biology: Gene Discovery and Systems Ge-
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nomics Atlanta, Georgia, November 15-17, 2007

10 year anniversary of the first conference in 1997 —
Gene Discovery in silico

This year, Georgia Tech continues the tradition of or-
ganizing bi-annual International Conference on Bioin-
formatics, bringing together leading, world- renowned
researchers in genomics and bioinformatics to present
recent advances in the field and to discuss open prob-
lems.

In the ten years since the first such Georgia Tech Con-
ference “Gene Discovery in silico” held in November
1997, astonishing progress has been made in genome
related biological science and engineering. There is a
strong evidence that these popular Georgia Tech meet-
ings have served well the interests of the dynamic and
highly productiive bioinformatics research community.

Important Dates Conference dates: November 15 - 17,
2007

Deadline for poster abstract subsmission: September
30, 2007 Notification of acceptance of abstracts: Octo-
ber 7, 2007

Registration begins: August 1, 2007 Deadline for early
registration: October 19, 2007 Deadline for late regis-
tration: November 8, 2007

Conference Website http://www2.isye.gatech.edu/-
binf2007/ CONFIRMED PLENARY SPEAKERS
Joel Bader, John Hopkins University, Baltimore, MD,
USA Jean-Michel Claverie, University of Mediter-
ranee, Marseille, France James Galagan, Broad
Institute, Cambridge, MA, USA Roderic Guigo, IMIM,
Barcelona, Spain Artemis Hatzigeorgiou, University of
Pennsylvania, Philadelphia, PA, USA Anders Krogh,
University of Copenhagen, Copenhagen, Denmark
Hanna Margalit, Hebrew University, Jerusalem, Israel
Steven Salzberg, University of Maryland, College
Park, MD, USA Alexander Souvorov, National Center
for Biotechnology Information, NIH, Bethesda, MD,
USA Mario Stanke, University of Gettingen, Gettin-
gen, Germany Shamil Sunyaev, Harvard University,
Cambridge, MA, USA Martin Tompa, University of
Washington, Seattle, WA, USA Olga Troyanskaya,
Princeton University, Princeton NJ, USA Martin
Vingron, Max Planck Institute for Molecular Genetics,
Berlin, Germany Zhiping Weng, Boston University,
Boston, MA, USA Soojin Yi, Georgia Institute of
Technology, Atlanta, GA, USA

CONFERENCE CHAIRS Mark Borodovsky, Georgia
Tech and Emory University Eva K. Lee, Georgia Tech
and Emory University

PROGRAM COMMITTEE Pierre Baldi, University of

California in Irvine David Bader, Georgia Tech Andrey
Gorin, Oak Ridge National Laboratory King Jordan,
Georgia Tech Michael Krauthammer, Yale University
Eberhard Voit, Georgia Tech and Emory University
Igor Zhulin, Oak Ridge National Laboratory and Uni-
versity of Tennessee

ADMINISTRATION Harry Sharp, Georgia Tech

CONFERENCE LOCATION The Global Learning &
Conference Center, located in Midtown Atlanta near
the center of the 1996 Olympic development, close to
the Fox Theatre and Margaret Mitchell house.

Georgia Tech Conference
<conf@opal.biology.gatech.edu>

Announcement

Banff CambrianExplosion Aug3-7

Dear Madam, Sir,

An International Conference on the Cambrian Explo-
sion Banff, Alberta August 3 - 7 2009

We invite you to attend a special Conference on the
Cambrian Explosion to commemorate the 100th an-
niversary of the discovery of the Burgess Shale by
Charles Doolittle Walcott. We cordially extend this in-
vitation to all geologists, paleontologists, geochemists
and biologists interested in the profound organismal,
ecological and environmental changes that occurred
during the Precambrian-Cambrian transition. More-
over, we think that this meeting would be of great in-
terest to historians of geology and anyone curious about
the origins of animals.

Our conference web site provides some introductory in-
formation, including the reply form and the first circu-
lar for this meeting: http://www.geology.utoronto.ca,/-
facultycaron/Walcott2009.htm ~ We would be very
thankful if you could add this meeting announcement
on your website.

Sincerely,

INTERNATIONAL SCIENTIFIC AND ORGANIZ-
ING COMMITTEE

Co-Chairs: Dr. Jean Bernard Caron (Royal On-
tario Museum, Toronto), jcaron@rom.on.ca Dr. Doug
Erwin (Smithsonian Institution, Washington), ER-
WINDG@si.edu David Rudkin (Royal Ontario Museum,
Toronto), davidru@rom.on.ca

Members: Matt Devereux (University of Western
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Ontario, London), mdevereu@uwo.ca Dr.  Stephen
Dornbos (University of Wisconsin-Milwaukee), sdorn-
bos@Quwm.edu Dr. Sarah Gabbott (University
of Leicester), sg2l@le.ac.uk Dr. Robert Gaines
(Pomona College), robert.gaines@pomona.edu Dr.
Charles Henderson (University of Calgary), cmhen-
der@ucalgary.ca Dr. Paul Johnston (Mount Royal
College, Calgary), pajohnston@mtroyal.ca Kimber-
ley Johnston (Palaecontographica Canadiana), kim-
berley@paleos.ca Dr.  George Pemberton (Univer-
sity of Alberta), george.pemberton@ualberta.ca Dr.
Jean Vannier (Universite’ Claude Bernard Lyon 1),
jean.vannier@univ-lyonl.fr Dr. Xingliang Zhang (De-
partment of Geology, Northwest University, Xian),
xlzhang@pub.xaonline.com Dr. Maoyan Zhu (Nan-
jing Institute of Geology and Palaeontology, Chinese
Academy of Sciences), myzhu@nigpas.ac.cn

Dr. Jean-Bernard Caron Associate Curator of In-
vertebrate Paleontology Burgess Shale Collection De-
partment of Natural History Royal Ontario Mu-
seum 100 Queen’s Park Toronto, Ontario, M5S 2C6
CANADA Tel.: 416-586-5593 Fax: 416-586-5863 E-

mail: jcaron@Qrom.on.ca

ICCE-Walcott-2009
www.geology.utoronto.ca/facultycaron /-
Walcott2009.htm  http://www.rom.on.ca/collections/-
research/jcburgess.php http://www.rom.on.ca,/-
collections/curators/caron.php — Francesco Santini

Postdoctoral Fellow, Chang Lab Department of Ecol-
ogy and Evolutionary Biology University of Toronto

25 Harbord Street Toronto, Ontario, M5S3G5 Canada
Phone: (416) 946-7222 Fax: (416) 978-8532

http://-

I am forwarding this on behalf of Dr. Jean
Bernard Caron (Royal Ontario Museum, Toronto),
jcaron@rom.on.ca, to whom queries should be di-
rected Ontario Museum, Toronto), jcaron@rom.on.ca,
to whom queries should be directed

BarHarbor SerpentineEvol Jun16-23

The Sixth International Conference on Serpentine Ecol-
ogy - June 16 - 23, 2008

The conference will be held on the campus of the Col-
lege of the Atlantic in Bar Harbor, located on Mount
Desert Island on the rocky coast of Maine. The Confer-
ence provides an opportunity for the gathering of ser-
pentinophiles from around the world, every 2-4 years,

to share and discuss their findings relating to the broad
and inter-disciplinary field of serpentine ecology. Par-
ticipants include botanists, zoologists, ecologists, pedol-
ogists, geologists, microbiologists, evolutionary geneti-
cists and conservation biologists studying aspects of
plant-animal-soil relations of serpentine (ultramafic)
outcrops. Many attendees work across disciplines to
explore the fascinating relationships that exist between
extreme habitats and life.

The link to the conference is www.coa.edu/serpentine
Cheers, Nishi

Nishanta Rajakaruna College of the Atlantic 105 Eden
Street Bar Harbor, ME 04609, USA Phone 207 288
5015 ext 261 Fax 207 288 3780 http://home.coa.edu/-
faculty /webpages/nrajakaruna/ Nishanta Rajakaruna
<nrajakaruna@coa.edu>

Edinburgh Phyloinformatics
Oct22-24

This October 22-24 there is a phyloinformatics work-
shop at the e- Science Institute in Edinburgh, Scot-
land, hosted in conjunction with the Isaac Newton In-
stitute for Mathematical Sciences’s Phylogenetics Pro-
gramme. For more details visit the web site: http://-
www.nesc.ac.uk/ esi/events/710/ .

Background

As phylogenetics scales up to grapple with the tree of
life, new informatics challenges have emerged. Some are
essentially algorithmic - the underlying problem of in-
ferring phylogeny is computationally very hard. Large
trees not only pose computational problems, but can be
hard to visualise and navigate efficiently. Methodolog-
ical issues abound, such as what is the most efficient
way to mine large databases for phylogenetic analysis,
and is the “tree of life” the appropriate metaphor given
evidence for extensive lateral gene transfer and hybridi-
sation between different branches of the tree. Phylo-
genies themselves are intrinsically interesting, but their
real utility to biologists comes when they are integrated
with other data from genomics, geography, stratigra-
phy, ecology, and development. This poses informatics
challenges, ranging from the more general problem of
integrating diverse sources of biological data, to how
best to store and query phylogenies. Can we express
phylogenetic queries using existing database langauges,
or is it time for a phylogenetic query language? All
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these topics can be gathered together under the head-
ing “phyloinformatics”. This workshop brings together
researchers with backgrounds in biology, computer sci-
ence, databasing, and mathematics. The aim is to sur-
vey the state of the art, present new results, and explore
more closely the connections between these topics. The
3 day workshop will consist of 10 talks from invited ex-
perts (45 minutes each), plus 3 group discussion sessions
(45 mins - 1 hour each). A poster session will be held
in the middle of the meeting for investigators who wish
to present their results, and there be also be time set
aside for additional discussion and interaction.

The invited speakers are: Prof. Mike Sanderson
(USA) http://ginger.ucdavis.edu/sanderson.html
Professor Mark Blaxter http://www.nematodes.org/
Professor Todd Vision http://www.bio.unc.edu/-
Faculty/Vision/ Dr. William Piel (USA) http://-
www.acsu.buffalo.edu/ ~ wpiel/ Prof. David Hibbett
(USA) http://mor.clarku.edu/ Dr. Alexis Stamatakis
(CH) http://diwww.epfl.ch/ ~ stamatak/ Prof. Olaf
Bininda-Emonds  (DE)  http://www.personal.uni-
jena.de/ ~ b6biol2/ Prof. Rod Page (UK) http://-
taxonomy.zoology.gla.ac.uk/rod /rod.html Dr. Charles
Semple (NZ) http://www.math.canterbury.ac.nz/-
" cas83/ Prof.  Stephen Willson (USA) http://-
www.public.iastate.edu/ ~“swillson/ Regards

Rod

Professor Roderic D. M. Page Editor, Systematic Biol-
ogy DEEB, IBLS Graham Kerr Building University of
Glasgow Glasgow G12 8QP United Kingdom

Phone: +44 141 330 4778 Fax: +44 141
330 2792  email: r.page@bio.gla.ac.uk  web:
http://taxonomy.zoology.gla.ac.uk/rod /rod.html
iChat: aim://rodpage1962  reprints: http://-
taxonomy.zoology.gla.ac.uk /rod /pubs.html ~ Get Sys-
tematic Biology through the Society of Systematic Bi-
ologists Website: http://systematicbiology.org Search
for taxon names: http://darwin.zoology.gla.ac.uk/-
“rpage/portal/ Find out what we know about a species:
http://ispecies.org Rod’s rants on phyloinformatics:
http://iphylo.blogspot.com Rod’s rants on ants:
http://semant.blogspot.com .Oct22-24

Edinburgh SpeciationSymposium
Aug30

SPECIATION SYMPOSIUM; 30th August 2007; Ed-

inburgh, UK

Speakers: Jim Mallet (UC London); Alfried Vogler
(Imperial London); Nick Barton (Edinburgh); Chris-
tian Lexer (Kew); H Peter Comes (Salzburg); Mike
Ritchie (St Andrews); Roger Butlin (Sheffield); John
Willis (Duke); Salvatore Cozzolino (Naples); Simon
Hiscock (Bristol); Chris Jiggins (Cambridge); Peter
Linder (Zurich)

Speciation Symposium programme: www.systass.org/-
biennial2007 /symposia.shtml#speciation

Hosted at the Systematics Association Biennial Confer-
ence

**CLOSING DATE FOR REGISTRATION: 30
JUNE**

Late registration fee applies after this date

Registration and further details: www.systass.org/-

biennial2007

Sponsors: Systematics Association, Linnean Society,
Genetics Society, Molecular Ecology, Botanical Society
of the British Isles.

Jess Barrett <JBarrett@rbge.ac.uk>

Marseilles 11thEvolBiolMeeting
Sep19-21

Dear all, The list of up dated first accepted abstracts
for the 11th Evolutionary Biology Meeting at Marseilles
is avalable. Few spots for poster only are still avalable
http://www.up.univ-mrs.fr/evol-cgr/ All the best, Ax-
elle Pontarotti — Axelle Pontarotti Logistical Organisa-
tion Committee

EA 3781 Evolution Biologique Université d’Aix Mar-
seille T - case 19 Centre St Charles 3 Place Victor
Hugo 13331 Marseille Cedex 3 33491106489 http://-
www.up.univ-mrs.fr/evol We are organizing the 11th
Evolutionary Biology Meeting at Marseilles - 19-21
September 2007

http://www.evolutionary-biology.org http://-
www.up.univ-mrs.fr/evol-cgr/ egee@Qup.univ-mrs.fr
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Marseilles 11thEvolBiolMeeting
Sep19-21 program

Dear All,

We are pleased to announce you that the program of
the 11th E B M at Marseilles is now available on http: /-
/www.up.univ-mrs.fr/evol-cgr/ We also wanted to in-
form you that few spots for posters remain available.

Best regards,
Axelle P;
Axelle Pontarotti Logistical Organisation Committee

EA 3781 Evolution Biologique Universit'ig,% d’Aix Mar-
seille T - case 19 Centre St Charles 3 Place Victor
Hugo 13331 Marseille Cedex 3 33491106489 http://-
www.up.univ-mrs.fr/evol We are organizing the 11th
Evolutionary Biology Meeting at Marseilles - 19-21
September 2007 http://www.evolutionary-biology.org
http://www.up.univ-mrs.fr/evol-cgr/  egee@up.univ-
mrs.fr

MoscowStateU CompPhylogenetics
MolSyst Nov16-19

Dear colleagues,

The Faculty of Biology of Moscow State University (FB
MSU), Belozersky Institute for Physicochemical Biol-
ogy of MSU (BIPB MSU), Faculty of Bioengineering
and Bioinformatics of MSU (FBB MSU) and Kharke-
vich Institute for Information Transmission Problems of
the Russian Academy of Sciences (IITP RAS) organize
the international conference <« Computational Phyloge-
netics and Molecular Systematics>> (16-19 November
2007, Moscow, Russia).

This conference commemorates the 50 years since the
first experimental study on molecular systematics was
published in Russia, which marked the onset of con-
temporary molecular phylogenetics and a number of
related disciplines, including molecular biology, evolu-
tionary biology, biochemistry, computer science, and
bioinformatics. The conference is aimed at gathering

leading scientists from Russia and abroad in compu-
tational biology, genomics, theory and application of
comparative analysis of genetic blueprints. The confer-
ence mission is to provide a stimulating platform for
exchange of ideas and experiences, cross-disciplinary
interactions, and long-term national and international
collaborations. Participation of postgraduate and post-
doctoral fellows is encouraged to foster development of
the next generation professional network.

The conference scope includes but is not limited to:
* computational analysis of DNA, RNA and protein
sequences; * methods and algorithms of phylogenetic
analysis; * oriented software development; * parallel
and distributed computing in genetic data analysis,
datamining; * evolution of genome, regulatory elements
and genetic control systems; * dating evolutionary di-
vergences with molecular data; * phylogenetics in hot
topics of organismal evolution and systematics, phy-
logenomics; * applied molecular phylogenetics (barcod-
ing, molecular anthropology, molecular epidemiology,
forensic science, etc.).

Further information on the conference is available
from the announcement text attached.  Your in-
quiries will be answered upon request at front-
desk@cps2007.bio.msu.ru or rusin@iitp.ru.

Kind regards, Organizing Committee CPMS 2007

PDF:
downloads/CPMS_1007.pdf
<frontdesk@cps2007.bio.msu.ru>

http://www.smbe.org/-
SMBE

NHM London
LERNAnnualConference Sep14

LERN Annual Conference Friday 14th September 2007
Flett Lecture Theatre, Natural History Museum, Lon-
don

*CALL FOR TALKS AND POSTERS* If you are a
post-graduate or post-doctoral student, working on any
aspect of evolutionary research, you are welcome at our
FREE one-day conference.

If you would like to present a talk or poster, please sub-
mit a title and abstract (100-150 words) by 31st July
2007. Talk slots are always overbooked, so early sub-
mission will increase chance of success. Prizes will be
awarded for the best talk and poster!

Keynote speakers: Sandra Knapp (Botany, Natural
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History Museum) and Armand Leroi (Evolution of De-
velopment, Imperial College)

Visit http://londonevolution.net/ for information on
how to register and to submit abstracts.

— Laura Fortunato Department of Anthropology Uni-
versity College London 14 Taviton Street London
WC1H OBW, UK

email: 1.fortunato@ucl.ac.uk tel: +44 (0) 20 7679 5463

http://www.cecd.ucl.ac.uk http://www.ucl.ac.uk/heeg
http://londonevolution.net 1l.fortunato@ucl.ac.uk

NewYork AMNH Conservation
Genetics Sep27-29 posters

POSTER ABSTRACT SUBMISSION — LAST CALL
FOR POSTERS

REGISTRATION FEE: STUDENTS (US$100),
POSTDOCS, RESEARCHERS, PROFESSORS
(US$250)

ConGen3: The 3rd biannual International Symposium
on Conservation Genetics

sponsored by the American Genetic Association
Date: 27-29 September, 2007

Location: American Museum of Natural History, New
York, NY, USA

Website: http://genomics.amnh.org/congen3 E-mail:
congen3@gmail.com

ConGen3 will be held at the AMNH Sackler Institute
for Comparative Genomics in New York City.

Session topics:

- Genetic research for biodiversity surveys, characteri-
zation of unique microbial communities, and barcoding
initiatives. - Conservation Genetics in Time: conser-
vation phylogenetics and tree reconstruction for identi-
fication of hidden biodiversity and examination of hy-
brid zones. - Ex Situ Conservation Genetics: intensive
metapopulation management in theory and practice. -
Genetics of Invasive Species: patterns and control.

Interested participants can exchange informa-
tion on New York City related travel and
housing options on the online forum http://-

groups.google.com/group/congen3

On behalf of the organizers: George Amato (Ameri-

can Museum of Natural History) Gisella Caccone (Yale
University) Rob DeSalle (American Museum of Natural
History)

— Sergios-Orestis Kolokotronis Sackler Institute for
Comparative Genomics American Museum of Natural
History Central Park West at 79th Street New York,
NY 10024 -USA- tel +1 212 313 7648 koloko@amnh.org
http://koloko.net koloko@amnh.org

PurdueU Genomics Sep10-12

Purdue University is hosting a major genomics confer-
ence from 10-12 September, 2007. Confirmed speak-
ers include Ron Phillips, Steve O’Brien, Jim Wom-
ack, Robert Baker, John McDonald, Ed Buckler, Frank
Collins, Michael Sanderson, Jeff Bennetzen, Hopi Hoek-
stra, and many others. Cash awards will be given
for student posters in the categories of B.S., M.S.,
and Ph.D. This will be a small meeting (in terms of
registrants) so we hope there will be ample opportu-
nity to interact with all the speakers. The deadline
for early registration is 31 July 2007. See http://-
www.entm.purdue.edu/conference/index.html for com-
plete information and help with registration.

dewoody@purdue.edu

RoyalSocietyLondon Phylogenetics
Apr28-29

Royal Society scientific discussion meeting: “Statistical
and computational challenges in molecular phylogenet-
ics and evolution”

28 & 29 April 2008, The Royal Society, 6-9 Carlton
House Terrace, London SW1Y 5AG, UK

Organized by Professor Ziheng Yang FRS and Dr Nick
Goldman

Synopsis

The rapid growth of genetic sequence data has pro-
vided much-needed power for resolving controversial
species relationships and studying the evolutionary pro-
cess, but has also posed many statistical and computa-
tional challenges to the field. This meeting will bring
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together scientists with a diverse range of backgrounds,
and in particular researchers actively developing sta-
tistical methods and computational algorithms used in
modern phylogenetics software. Statistical and com-
putational challenges facing the field will be discussed
in the meeting, for example, efficient tree search al-
gorithms under likelihood, Markov chain Monte Carlo
algorithms for Bayesian phylogenetics, estimation of
species divergence dates by incorporating uncertainties
in the fossil record and statistical tests of phylogenies.

Speakers

Invited speakers include Professor David Balding, Dr
Nicolas Galtier, Professsor Olivier Gascuel, Dr Mark
Holder, Professor John Huelsenbeck, Dr Ari Loytynoja,
Professor Rasmus Nielsen, Professor Mark Pagel, Dr
Tal Pupko, Professor Bruce Rannala, Professor Allen
Rodrigo, Dr Alexandros Stamatakis, Dr Marc Suchard,
Professor Jeff Thorne, Professor Arndt von Haeseler,
and Dr Simon Whelan.

Registration

This meeting is free to attend but pre-registration
is essential. The online registration form and
programme information can be found at: http:/-
/www.royalsoc.ac.uk/event.asp?id=6067&month=-
4,2008. Lunch tickets cost 15 pounds a day if you want
lunch.

z.yang@Qucl.ac.uk

Seattle FishGenetics Sepl17-18

Six decades of fishery genetics: A retrospective view
and a vision for the future 17-18 September 2007 Seat-
tle, WA Sponsored by: NOAAI{)%S Northwest Fisheries
Science Center School of Aquatic and Fishery Sciences,
University of Washington

Visit  www.regonline.com/sixdecades  or  email
robin.waples@noaa.gov  for meeting information,
registration and information on submitting to the
poster session.

In the 1960s the advent of protein electrophoresis rev-
olutionized the fields of genetics and evolutionary bi-
ology, and Dr. Fred Utter, with his team of scientists
at the Montlake Laboratory (current headquarters of
Northwest Fisheries Science Center), were among the
first to adopt these methods for application to natu-
ral fish populations for conservation and management.

Dr. Utter also developed a strong relationship with the
University of Washington School of Fisheries (now the
School of Aquatic and Fishery Sciences) that enabled
many students to gain experience with and be trained
in the use of genetics and evolutionary biology as ap-
plied to fisheries management issues. Many of these
students are now prominent figures in the field. To
build on that legacy, we are sponsoring a Symposium,
dedicated to Fred Utter and his six decades of contri-
butions to fishery genetics, that will be both retrospec-
tive (reviewing applications up to the present day) and
prospective (looking ahead to new developments in the
next decade).

Mike.Ford@noaa.gov

Tremont SEPEEG Sep21-23

subject: SEPEEG/SEEPAGE 2007

The 2007 SouthEastern Population Ecology & Evolu-
tionary Genetics Conference (SEPEEG, also known as
SEEPAGE) will be held at the Great Smoky Mountains
Institute at Tremont on Sep 21-23.

Dan Simberloff will give this year’s Keynote Address on
22 Sep.

This small, friendly meeting is an excellent opportunity
for students and faculty in the Southeast to present
their research and exchange ideas. The venue is in the
heart of the Great Smoky Mountains and presents many
opportunities to experience the natural history of the
region.

For more information and registration, visit our web-
site: http:// web.utk.edu/~bfitzpal /seepage.html

The deadline for registration has been set as 1 Sep 2007.
The cost for all participants is $130 - this includes two
nights of lodging, seven meals, and various refreshments
and snacks.

We look forward to seeing you at Tremont,

The Organizers (University of Tennessee, Knoxville)
Jim Fordyce Ben Fitzpatrick Matt Niemiller Graham
Reynolds

Ben Fitzpatrick <benfitzQutk.edu>


http://www.royalsoc.ac.uk/event.asp?id=6067&month=4,2008
http://www.royalsoc.ac.uk/event.asp?id=6067&month=4,2008
http://www.royalsoc.ac.uk/event.asp?id=6067&month=4,2008
http://www.regonline.com/sixdecades
http://
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UMontpellier HumanEvolution
Apr2-4 Call for papers

EHBE

FEuropean Human Behaviour and Evolution Conference
2-4 April 2008

University of Montpellier

First call for papers: We are pleased to announce our
third annual conference. As last year our aim is to
create a multidisciplinary European forum in which
researchers applying evolutionary theory to the be-
havioural sciences can meet and exchange ideas. To
this end we are now soliciting abstracts for paper pre-
sentations.

Submissions can be made through the website:
<http://www.ehbes.com/>www.ehbes.com The dead-
line for submission is Friday 23 November 2007.

This is to be a pre-read conference. Those accepted to
present will be expected to produce a full paper version
of their presentation by the end of February 2008.

Information about how to register will be made avail-
able during summer 2007.

We look forward to hearing from you.

Conference organizers: Charlotte Faurie Michel Ray-
mond

EHBE Steering Committee Rebecca Sear (London
School of Economics) Tom Dickins (University of East
London) David Lawson (University College London)
Kevin Laland (St Andrews University)

Charlotte Faurie & Michel Raymond Conference or-
ganizers European Human Behaviour and Evolution
Conference (EHBE 2008) <http://www.chbes.com/-
>www.ehbes.com Institut des Sciences de ’Evolution
(CNRS UMR 5554) Universiti; 3 Montpellier II - CC
065 Place Eugijgne Bataillon F-34095 Montpellier
cedex 05 TEL: +33 (0)467 144 632 FAX: 433 (0)467
143 622

ehbe08Quniv-montp2.fr
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ColoradoStateU EvollnvasivePlants

The Department of Bioagricultural Sciences and Pest
Management at Colorado State University announces
the availability of four PhD assistantships in the evo-
lutionary ecology and management of invasive plants.
These positions provide stipend and research support
for the pursuit of a PhD degree within the Department’s
graduate program or within the University’s interdisci-
plinary Graduate Degree Program in Ecology.

The research topics for the positions are: - Resource-
based variation in plant tolerance to herbivory and bi-
ological control efficacy (With advisor Andrew Norton
(apnorton@lamar.colostate.edu)).

- Comparative invasion ecology and management of
black henbane (Hyoscyamus niger) (With advisor Ruth
Hufbauer (hufbauer@lamar.colostate.edu)).

- Precision mapping, modeling, monitoring, and inte-
grated management of key invasive plants on riparian
and upland sites in the Colorado front range (with ad-
visors Phil Westra (pwestra@lamar.colostate.edu) and
Tom Stohlgren (toms@NREL.colostate.edu))

- Adaptive management of secondary invasions follow-
ing tamarisk removal (With advisor Scott Nisson (snis-
sen@lamar.colostate.edu) and collaborators Phil Wes-
tra, Anna Sher, and Ken Lair).

Join the outstanding ecology, entomology and
weed science programs at Colorado State Univer-
sity! See us at: http://www.colostate.edu/Depts/-
bspm/ http://www.ecology.colostate.edu/  http://-
www.NREL.colostate.edu/ ~ For more information
and application instructions, please email the contact
person listed for each project. Successful applicants
will be expected to begin their degree program in
2008. Deadlines for application materials are August
1, 2007 for Spring 2008 admission, Dec. 1 2007 for
Summer 2008 admission, January 1, 2008 for Fall 2008
admission. If you are interested, contact the relevant
person as soon as possible.

CSU is an EO/AA employer.

hufbauer@lamar.colostate.edu

ETH Zurich BombusHostParasite

ETH Z'l'g)%rich, Institute of Integrative Biology (IBZ)

The Experimental Ecology Group (Paul Schmid-
Hempel) is seeking to fill a

Ph.D. Position (Diversity of parasites in natural sys-
tems)

to work on questions of host-parasite interactions using
Bombus spp. and their parasites as the study system.
In particular, the proposed framework for this study
is to investigate the diversity of pathogens in natural
populations of various Bombus species. Our questions
ultimately relate to the co-evolutionary dynamics of the
host interactions with protozoa, viral and bacterial par-
asites, the epidemic processes in natural populations, or
the spread and effect of infectious parasites in ecologi-
cal communities of host species. We work with molec-
ular tools but the emphasis in this project would be on
ecological studies in populations and communities. In
particular, little is known about the occurrence, dis-
tribution and correlates of parasitism in the diverse
sets of Bombus species. The project aims at gather-
ing this knowledge, and use it to test some major con-
cepts of ecological theory and host-parasite coevolution.
Although the prime motivation are questions of basic
importance, the project is embedded in a larger set of
studies conducted at ETH addressing the significance of
ecological and genetic variation in natural systems with
respect to disease, climatic change and environmental
degradation.

The ideal candidate likes to work with this system, an
interest at the crossroads of ecology, genetics and evo-
lution and a background in any of the relevant fields.
Salary and other conditions in accordance with local
regulations. The normal duration of a PhD at ETH is
3 years. Special conditions for acceptance into the PhD
program of ETH may apply; a degree equivalent to a
M.Sc. is normally required. Preferred starting date 1
October 2007 or thereafter. Please send applications,
with CV, names of referees, and short statement of your
interests in this position to Prof. Paul Schmid-Hempel,
preferably by email (psh@env.ethz.ch). Screening of
applications will start 15 August 2007 or until post is
filled. For more information, you may check our web
page (www.eco.ethz.ch).

Paul.Schmid-Hempel@env.ethz.ch

ImperialCollege SilwoodPark
TaxonomicBias


http://www.colostate.edu/Depts/bspm/ 
http://www.colostate.edu/Depts/bspm/ 
http://www.ecology.colostate.edu/ 
http://www.NREL.colostate.edu/ 
http://www.NREL.colostate.edu/ 
http://www.eco.ethz.ch

August 1, 2007  EvolDir

11

A NERC funded PhD studentship is available at Im-
perial College’s Silwood Park Campus, Ascot, UK to
work on any of the following projects. Anyone inter-
ested should contact Donald Quicke as soon as possible
at the address below including a brief CV, statement of
why they are interested and in which project, contact
details and names and contact details of 2 academic
referees. Applicants should hold at least a 1st or Upper
Second class degree in a relevant subject or equivalent.
The grant provides living expenses and tuition fees for
UK citizens.

Project 1 - An investigation into bias in taxonomy

Systematic bias in the way taxonomic research is car-
ried out is a major stumbling block in understanding
global diversity. Such bias can start in the field as col-
lection bias: some methods favouring some taxa over
others. Of the the specimens collected, only some will
end up being prepared and mounted as museum spec-
imens, and only some will end up being studied in de-
tail and end up being assigned to existing species, or
described as new species. It has been shown in several
taxa that larger organisms tend to be described before
smaller ones, probably because larger taxa are both eas-
ier to find and easier to study. In addition, bias exists
amongst geographic regions with tropical areas tending
to be less well studied than temperate areas.

This project aims to detect, quantify and find meth-
ods to correct for such bias using data from existing
databases, study of museum specimens and records,
field studies carried out in various tropical and temper-
ate localities. The research will focus on the large par-
asitic wasp superfamily Ichneumonoidea and will lead
to a better understanding of the regional trends in life
history strategy within the group.

Kokkok >k

Project 2 - Molecular food-webs of tropical woo-borer
parasitoids

Very few host records exist for parasitoids of tropi-
cal xylophagous insects compared with the diversity of
potential hosts (mostly wood-borer beetle larvae) and
their host trees. Consequently there is understanding of
what features of hosts or host substrate are most impor-
tant for structuring these food-webs. A major aspect of
this lack of information is the difficulty of rearing par-
asitoids in the tropics and having confidence that they
are actually attacking a given species of concealed host
- rather than some other insect in the substrate. DNA
sequencing can potentially overcome this enabling both
parasitoid and host to be identified without the prob-
lem of rearing.

This project will comprise a mix of field sampling, and

experimentation with lab-based DNA sequencing at Sil-
wood.

kokkok

Project 3 - Identification of noise and hidden signals in
phylogenetic data sets

All real phylogenetic data sets contain a mix of signals.
It is the hope of most phylogenetic algorithms that the
‘strongest’ signal reflects the true phylogeny. However,
in addition to nearly random noise (as might be ex-
pected from neutral mutations in DNA sequences) such
secondary signals may reflect suites of characters being
selected in response to, for example, ecological factors
or life history features independent of the group’s phy-
logeny. This project aims to develop methods whereby
such ’hidden’ secondary signals can be extracted from
data sets, and will use these to explore existing and
novel data sets, particularly involving parasitic wasps.

Dr Donald Quicke, Reader in Systematics, Division of
Biology Imperial College London, Silwood Park Cam-
pus, Ascot Berkshire SL5 7PY, UK

+44 (0)20 759 42238 fax +44 (0)20 759 42339

Visit my home page at: http://www.bio.ic.ac.uk/-
research /dlq/dquicke.htm for more research group in-
formation, datasets, wasp pictures, publications, and
links to other entomological and systematics web pages
and details of short courses

d.quicke@imperial.ac.uk d.quicke@imperial.ac.uk

ImperialCollegeLondon
SpeciesRangeDynamics

Species range dynamics and global change.

NERC Funded PhD studentship Division of Biology,
Imperial College London.

Understanding how species respond to habitat loss
driven by global change allows conservation planning
to be forward-looking. Instead of focussing solely on
current patterns of biodiversity, such an understanding
would permit conservationists to identify which areas
are likely to retain their importance and which areas
may increase in importance, for example as a refuge
from habitat loss. At present, models commonly use
species’ current environmental preferences to identify
suitable areas under projected global change scenarios.


http://www.bio.ic.ac.uk/research/dlq/dquicke.htm 
http://www.bio.ic.ac.uk/research/dlq/dquicke.htm 
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This project will use data on species’ geographic ranges
to investigate ways in which the current spatial patterns
of diversity may help to inform the future movements
of those species.

This studentship will be supervised by Dr. David Orme
at the College’s Silwood Park campus. The campus
is home to the Ecology and Evolution section and to
the NERC Centre for Population Biology. For fur-
ther information on research in the section see http://

csec.lancs.ac.uk/teaching/darwin200case.htm <http:/-
/csecJancs.ac.uk/teaching /darwin200case.htm> .

The closing date for applications is 6 July 2007. En-
quiries about the research project may be addressed
to Dr Bronislaw Szerszynski, tel: 01524 592659, email
bron@Ilancaster.ac.uk.

g.to@nhm.ac.uk g.to@nhm.ac.uk

www3.imperial.ac.uk/biology/research /ecologyandevolution /themes.

Initial enquiries should be made to David Orme
(d.orme@imperial.ac.uk). Applicants should submit a
CV and the names of 3 referees to Diana Anderson
(d.anderson@imperial.ac.uk). There is no official dead-
line - applicants will be reviewed as they are received.

d.orme@imperial.ac.uk d.orme@imperial.ac.uk

LancasterU Darwinian influence

ESRC Collaborative (CASE) Studentship, Oct 2007-
Sep 2010

Representing scientific creativity: the Darwin200 cele-
brations

Applications are invited for a fully funded, three-year
ESRC Collaborative (CASE) PhD studentship. The
studentship is available for a period of three years from
October 2007, and will cover all tuition fees and provide
an annual maintenance award. The successful applicant
will undertake social scientific research of the UK cele-
brations of the life and work of Charles Darwin in 2009
in order to explore questions about the meaning and
role of science and particularly of scientific creativity in
contemporary society.

The student will be based in the Department of So-
ciology at Lancaster, but will interact closely with the
CASE partner - the Natural History Museum - and with
other members of the Darwin200 network of organisa-
tions. The project will be supervised by Dr Bronis-
law Szerszynski and Professor Brian Wynne (Lancaster
University) and Dr Johannes Vogel and Dr Bob Bloom-
field (Natural History Museum).

Applications are welcome from candidates with an
upper-second or first class undergraduate degree in a
relevant discipline and a relevant Masters degree or
equivalent professional experience.

For more information, go to: http://-

MaxPlanckSeewiesen BirdSong

The newly set up Independent Junior Research Group
at the Max-Planck-Institute in Seewiesen (close to Mu-
nich/Starnberg, Germany) is offering a

PhD position in Animal Behaviour

We are looking for a PhD candidate to work on acous-
tic communication, sexual selection and vocal learning
in songbirds. The project will combine laboratory and
field work and will focus on the use and information
content of song amplitude.

We are seeking a highly motivated candidate who is
interested in exploring the mechanisms and functions
of animal behaviour. Prior experience in bioacoustics
would be an advantage; a ringing license would also be
very helpful.

The successful candidate will join an independent ju-
nior research group at the Max Planck Institute for Or-
nithology. The group is headed by Dr. Henrik Brumm
and offers excellent working conditions at an interna-
tionally renowned institute with facilities of the high-
est standards. The working language of the research
group is German and English. The position is funded
for a duration of three years, and is open until filled
(preferred starting date: October 2007). Salary will be
according to TvoD 13/2 (formerly BAT IIa/2).

The Max Planck Society is an equal opportunity em-
ployer. Disabled persons with comparable qualifica-
tions receive preferential status.

To apply, please send a cover letter describing your re-
search interests, a complete CV and names of two ref-
erees by email to PHD.Birdsong@orn.mpg.de. For in-
formal inquiries please contact. Dr. Henrik Brumm at
brumm@orn.mpg.de.

Max Planck Institute for Ornithology Communication
and Social Behaviour Group Eberhard-Gwinner-Str.
Haus Nr. 11 D-82305 Starnberg (Seewiesen), Germany


http://
http://csec.lancs.ac.uk/teaching/darwin200case.htm 
http://csec.lancs.ac.uk/teaching/darwin200case.htm 
http://csec.lancs.ac.uk/teaching/darwin200case.htm$>$
http://csec.lancs.ac.uk/teaching/darwin200case.htm$>$
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Internet: www.orn.mpg.de Dr. Henrik Brumm Max
Planck Institute for Ornithology Communication and
Social Behaviour Group Post Box 1564 82305 Starn-
berg/Seewiesen Germany

Tel.: +49 (0)8157 932 355 Fax: +49 (0)8157 932 344

Henrik Brumm <brumm@mail.orn.mpg.de>

Milan Bioinformatics

PhD position in Bioinformatics and Evolutionary Ge-
nomics

1 PhD position (4 years) is available within the PhD
Program in Molecular Medicine of the European School
of Molecular Medicine.

The student will be a member of the research group
“Bioinformatics and Evolutionary Genomics of Can-
cer” of the IFOM-IEO Campus (Milan, Italy) For de-
tails on the project, please visit http://www.ifom-ieo-
campus.it /research/ciccarelli.php  Applicants should
hold a M.Sc. degree in mathematics, physics, biology,
or related field.

To apply, please reach http://www.semm.it/-
appliimm.php Deadline: 25 September 2007

With best regards Veronica Viscardi

Secretary of SEMM IFOM-IEO Campus Via Adamello
16 20139 Milan Italy Tel.4+39.02.574.303.262 Fax
+39.02.94.37.59.91 http://www.semm.it Veronica Vis-
cardi <veronica.viscardi@semm.it>

OhioStateU TranscriptionFactors
via phylogenetics

Graduate Position: Ohio State University

We seek a graduate research associate who will perform
research using existing or inferred phylogenetic infor-
mation to identify clusters of orthologous and paralo-
gous groups of transcription factor protein sequences.
The student will benefit with a diverse training in com-
parative genomics and phylogenetic inference and ex-
perimental biology of transcription factors.

Please contact Daniel Janies

<danjanies@hotmail.com>

danjanies@hotmail.com

Potsdam GlobalChangeAdaptation

3-Years GRANT for a Ph.D. student ECOLOGY Pots-
dam (Berlin) GERMANY

Within the Potsdam Graduate Initiative on “Modelling
the response of populations, species and communities to
global change” a grant for a Ph.D. student is available
from now onwards to study

the

Propagation of variability patterns from individual
populations to complex food webs based on an out-
standing data set on long-term observations of plank-
ton abundance with high taxonomical resolution and
using advanced techniques for time-series analysis such
as spectral and wavelet analysis. This Potsdam Gradu-
ate Initiative conducts interdisciplinary research and an
education program which deals with different ecologi-
cal and evolutionary aspects of the response of popu-
lations, species, and communities to global change and
other anthropogenic impacts. The PhD projects com-
bine recent developments in theoretical ecology as well
as process-based and statistical ecological modelling to
answer and is linked to our EU Programme FEMMES
and other project on ecological modelling.

The project mentioned above is supervised by
Prof. Dr. Ursula Gaedke (Ecology & FEcosys-
tem Modelling, Institute for Biochemistry and Bi-
ology; http://www.bio.uni-potsdam.de/professuren,/-
oekosystemmodellierung), Prof. Dr. J'l'[)%rgen Kurths
(Nonlinear Dynamics, Institute for Physics; http://-
www.agnld.uni-potsdam.de/) and Dr. David Vasseur,
Calgary, Canada.

Variability patterns of natural populations and com-
munities are of focal interest e.g. within the ongoing
biodiversity-stability debate. Extending previous re-
search (e.g. Vasseur et al. (2005, OIKOS), Huber &
Gaedke (2006, OIKOS) and Vasseur & Gaedke (2007,
Ecology), all papers are available upon request), we aim
to study variability patterns at different temporal scales
at the level of individual phyto- and zooplankton pop-
ulations, how they are related to ecological character-
istics of the species and trophic interactions within the
food web, and how they propagate to the level of func-
tional groups, communities and the entire food web.


http://www.orn.mpg.de 
http://www.ifom-ieo-campus.it/research/ciccarelli.php 
http://www.ifom-ieo-campus.it/research/ciccarelli.php 
http://www.semm.it/appli_mm.php 
http://www.semm.it/appli_mm.php 
http://www.semm.it 
http://www.bio.uni-potsdam.de/professuren/oekosystemmodellierung
http://www.bio.uni-potsdam.de/professuren/oekosystemmodellierung
http://www.agnld.uni-potsdam.de/
http://www.agnld.uni-potsdam.de/
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The mechanistic understanding is enhanced by relating
these variability patterns in biomass to those of pro-
duction which indicate the turn-over rates within the
system.

Applicants must have an above-average Master’s de-
gree or equivalent in Natural Sciences and a good back-
ground and interest in statistics and theoretical ecology.
The willingness, both to do interdisciplinary research
and to actively participate in the activities of the Pots-
dam Graduate School, is a prerequisite for the applica-
tion.

Applications, preferably in electronic form, should be
send as soon as possible and should include a CV,
copies of degree certificates, and possibly a letter of
recommendation to Prof. Dr. Ursula Gaedke (email:
gaedke@uni-potsdam.de). For more specific informa-
tion see also the web pages and the literature provided
and/or contact us.

Duration: 3-Years-Grant Closing Date: Until the posi-
tion is taken Country: Germany Location: University
of Potsdam (near Berlin)

e-mail: Stefan.Saumweber@uni-potsdam.de

Stefan Saumweber Universit'l'j)%t Potsdam Maulbeer-
allee 2 D-14469 Potsdam Germany Fon +49 331
977-1922 Fax +49 331 977-1948 http://www.bio.uni-
potsdam.de/professuren/oekosystemmodellierung
saumwebeQuni-potsdam.de

PurdueU HighwaysAsBarriers

PhD Assistantships in Wildlife Ecology and Genetics

Two PhD students are sought within the Department
of Forestry and Natural Resources at Purdue Univer-
sity to collaborate on a project evaluating the role of
Interstate Highways as barriers to dispersal, gene flow,
and metapopulation stability for small and medium-
sized mammals in the state of Indiana. The goals of
this project are to: 1) utilize genetic data to assess
the role of Interstate Highways as barriers to disper-
sal and gene flow in a suite of mammals which vary in
size and dispersal ability, and 2) utilize high resolution
telemetry data and spatially explicit individual based
simulation models in conjunction with genetic data to
understand the mechanisms underlying the isolating ef-
fects of interstate highways. Students will work coop-
eratively on extensive live trapping of study animals
(eastern chipmunks, fox squirrels, gray squirrels, and

raccoons) in order to collect tissue samples, mark and
recapture subjects for density estimates, deploy radio
collars for movement studies, etc One student will work
with Dr. Gene Rhodes to explore the genetic conse-
quences of interstate roads on the movement behavior
and population structure of the focal species. The sec-
ond student will work with Dr. Pat Zollner to utilize
high temporal resolution telemetry data on movement
patterns for development of spatially explicit individ-
ual based models for each species. Both students are
expected to have excellent academic credentials includ-
ing the completion of a relevant (wildlife, ecology, ge-
netic, modeling, etc..) M.S. degree prior to arrival at
Purdue. For the position in Dr. Rhodes’ lab it is de-
sirable for the student to have prior experience with
the collection of microsatellite genotype data and the
analysis of spatially explicit genetic data. For the posi-
tion in Dr. Zollner’s lab it is desirable for the student
to have prior experience using individual based mod-
els and coding computer programs (preferentially in
C#). Both students should have demonstrated an abil-
ity to work well in team settings because this project
will require them to cooperate extensively with each
other as well as with the project’s Pls and other col-
laborators within Purdue and the Indiana Department
of Natural Resources. PhD stipends in the Depart-
ment of Forestry and Natural Resources at Purdue for
January admissions are based on an annual figure of
$19,140.00. Students interested in applying for either
of these positions should submit a statement of interest,
a C.V., GRE scores and their cumulative GPA along
with the name and contact information of three refer-
ences to Drs. Rhodes or Zollner for initial evaluations
by July 30, 2007. Note that review of official appli-
cations for admission into the Department of Forestry
and Natural Resources will begin September 15th 2007
and the selected candidates are expected to begin their
program of study at Purdue in January of 2008. Ques-
tions about the genetic portion of the project can be
addressed to Dr. Gene Rhodes (rhodeso@purdue.edu;
765- 494-3601). Questions about the simulation mod-
eling portion of the study can be addressed to Dr. Pat
Zollner (pzollner@purdue.edu; 765-496-9495).

Purdue University is an Equal Access/Equal Opportu-
nity /Affirmative Action employer. Women and minori-
ties are encouraged to apply.

Emily Latch latche@si.edu


http://www.bio.uni-potsdam.de/professuren/oekosystemmodellierung 
http://www.bio.uni-potsdam.de/professuren/oekosystemmodellierung 
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TrinityCollege HybridAsh

Graduate position Trinity College Dublin (TCD) &
Teagasc invites applications to undertake an MSc/PhD
research project entitled:

Identifying the scale of suspected hybrid ash (F. excel-
sior x F. angustifolia) in Ireland’

Ash is an important hardwood species for farm forestry
in Ireland. The Irish government introduced substan-
tial planting grants around 1992 for farmers to plant
trees with an extra premium for planting hardwood
species including ash. Consequently plants and seeds
of several species were imported to fill the needs (from
various sources including France, Czech Rep, Poland
and the Netherlands). Many of these plantings devel-
oped poor morphology and growth. It was clear that
the problem was due to the source of the material and
that the imported material was probably hybrid ash
derived from F. excelsior and F. angustifolia. Today,
there are at least 100 afforested sites in which suspected
hybrid ash was planted. There is a lack of understand-
ing of hybrid ash in general, its occurrence in Ireland,
and potential of it to interbreed with native ash. This
proposal therefore aims to carry out a set of morpholog-
ical and molecular DNA tests to characterise material
from suspected sites and to assess the potential of these
plantations to interbreed with indigenous ash.

This project will be jointly supervised by Dr Trevor
Hodkinson (TCD) and Dr Gerry Douglas (Teagasc Kin-
sealy) and collaborate with Nathalie Frascaria-Lacoste,
Universite Paris-Sud XI, Orsay, France. The student
will receive an annual tax free stipend of 21,000 Euro
for maintenance and to cover university fees. Fees are
approximately 5,000 Euro for EU students and 10,000
Euro for non-EU students. There will be opportuni-
ties for extra money from teaching and demonstrat-
ing on undergraduate courses and invigilating examina-
tions. The Graduate student will initially register for
an MSc at TCD under the terms of the Walsh Fellow-
ship Scheme and the work will be undertaken at Tea-
gasc, Kinsealy Research Centre, and the Department of
Botany TCD.

Applicants must have a first or upper second class Bach-
elors, or Masters, degree in a biological science or rele-
vant subject. To apply or to obtain further information,
please send a CV including research interests and con-
tact details of two referees and a letter of motivation to

trevor.hodkinson@tcd.ie and gerry.douglasQteagasc.ie
by Friday 13th July 2007

— Dr Trevor Hodkinson Department of Botany School of
Natural Sciences University of Dublin, Trinity College
D2, Ireland

Phone: 353-1-8961128 Fax:
trevor.hodkinson@tcd.ie

hodkinst@tcd.ie

353-1-8961147 Email:

UArkansas EnvGenomics

Ph.D. Graduate Assistantships, Environmental Ge-
nomics at the University of Arkansas and University
of Nevada, Las Vegas

Two NSF-funded graduate research assistantships are
anticipated to support Ph.D. candidates interested in
functional genomics of adaptation to stressful environ-
ments. The project involves laboratory and field ex-
periments designed to discover patterns of gene expres-
sion in populations of cactophilic Drosophila mojaven-
sis. Our general goals are to uncover whole-genome
patterns of gene expression in populations exposed to
natural abiotic and biotic stress. Ultimately, we wish
to pinpoint clusters of functionally interacting genes ex-
pressed throughout the life cycle in different environ-
ments, and predict limits of phenotypic plasticity and
adaptation, particularly in response to stressful envi-
ronments and long-term global climate change. Lab-
oratory experiments will involve DNA microarrays to
study gene expression changes due to different host
cacti and environmental stresses, as well as differences
in epicuticular hydrocarbons. Field-related work will
include monitoring of wild flies, demography of wild
populations, and analysis of hydrocarbon and RNA
profiles. The positions are part of a collaborative
project involving the Univ. of Arkansas, Fayetteville,
and the Univ. of Nevada, Las Vegas. One research as-
sistantship will be available at each institution. Please
note that these positions are contingent upon receiving
final funding approval from NSF.

Applicants must gain admission to the Ph.D. pro-
gram in the Department of Biological Sciences at
the University of Arkansas or the School of Life
Sciences at UNLV. Application information is avail-
able at http://biology.uark.edu/1251.htm and http://-
biology.uark.edu/1251.htm prospective.html. Stipends
start at $22.8K/12 months; tuition and benefits are


http://biology.uark.edu/1251.htm
http://biology.uark.edu/1251.htm
http://biology.uark.edu/1251.htm
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also covered. Supplemental funding is available on
a competitive basis for applicants qualifying for Doc-
toral Fellowships at the Univ. of Arkansas (http://-
biology.uark.edu/1255.htm). These positions are ex-
pected to begin January 2008 (spring semester); ad-
mission for the fall semester, 2007 is also possible. The
deadline for spring semester applications is November
15, 2007.

To apply, please contact us for information and assis-
tance.

William J. Etges Allen G. Gibbs Department of
Biological Sciences School of Life Sciences Uni-
versity of Arkansas University of Nevada Fayet-
teville, AR 72701 USA Las Vegas NV 89154
USA 479-575-6358 702-895-3203 wetges@Quark.edu
allen.gibbs@unlv.edu http://comp.uark.edu/~ wetges/-
wetges.html sols.unlv.edu/faculty /gibbs.html

UA-F and UNLV are equal opportunity/ affirmative ac-
tion employers.

wetgesQuark.edu wetges@uark.edu

UBern MigrationBirdFluVectors

PhD position, CMPG, University of Bern, Switzerland
Genetic analysis of migration in bird flu vectors

We are looking for a highly motivated PhD candidate
to work on the genetic population structure of two po-
tential vectors of avian influenza ’1};% the tufted duck
(/Aythya fuligula/) and the common pochard (/Aythya
ferina/). The project aims at determining the levels
of genetic differentiation among breeding populations
throughout the range of the two species and inferring
the origin of ducks on European and Asian wintering
grounds. The first half of the project will include ex-
tensive fieldwork for sample collection and will involve
travel in Europe and Asia. The second half of the
project will be lab-based and involve sequencing and
microsatellite genotyping.

We are seeking independent candidate with excellent
organizational skills and the willingness to travel and
carry out field work under potentially difficult condi-
tions. Good knowledge of written and spoken English
is essential, some knowledge of Russian (or related lan-
guages) would be a plus. The ideal candidate has a
background in evolutionary biology, especially popula-
tion genetics and phylogeography, and experience with

molecular lab work and data analysis. A degree equiv-
alent to a biology diploma or M.Sc. is required.

The student will be supervised by Gerald Heckel and
Irene Keller. We offer a stimulating research envi-
ronment in the in the Computational and Molecu-
lar Population Genetics lab (CMPG; head: Laurent
Excoffier) with excellent facilities for laboratory work
and computational analyses. The position is funded
for three years, and the anticipated starting date is
November 1 2007 or soon thereafter. For informal
inquiries, please contact gerald.heckel@zoo.unibe.ch
<mailto:gerald.heckel@zoo.unibe.ch>.

Information on the research group, the University
of Bern, or life in Bern can be obtained from
http://cmpg.unibe.ch/ <http://www.cmpg.unibe.ch/-
> and http://www.cmpg.unibe.ch/> Please send
your application including CV, list of publica-
tions (if available), a letter outlining your past
research and motivation for this position (max.
2 pages), and contact details of 2-3 referees
in a single pdf file to gerald.heckel@zoo.unibe.ch
<mailto:gerald.heckel@zoo.unibe.ch>. The deadline
for applications is August 12 2007.

Dr. Gerald Heckel Computational and Molecular Popu-
lation Genetics (CMPG) Zoologisches Institut Universi-
taet Bern Baltzerstr. 6 CH-3012 Bern Switzerland Tel.:
+41 (0)31 631 30 29 Fax: +41 (0)31 631 31 88 Email:
gerald.heckel@zoo.unibe.ch http://cmpg.unibe.ch/-
people/heckel.htm gerald.heckel@zoo.unibe.ch

UExeter MolProtistEvol

>From September/October 2007 is available a PhD-
studentship in eukaryotic cell/genome evolution.

The exact project is dependent on the candidates
background and research interests but falls within the
broadly defined area of microbial eukaryotic evolution.
The project can range from a lab intensive study to a
computer intensive study or a combination of both. As
such experience in molecular biology and/or bioinfor-
matics would be an advantage. In addition, experience
with protists (either free-living or parasitic) would be
advantageous.

Exeter is an exiting new place to be starting your
PhD as three new appointments (Drs Thomas Richards,
Mark van der Giezen and Bryony Williams) are com-
bining their resources and labs in order to set up a new


http://biology.uark.edu/1255.htm
http://biology.uark.edu/1255.htm
http://comp.uark.edu/~wetges/wetges.html
http://comp.uark.edu/~wetges/wetges.html
http://cmpg.unibe.ch/
http://www.cmpg.unibe.ch/$>$
http://www.cmpg.unibe.ch/$>$
http://www.cmpg.unibe.ch/$>$
http://cmpg.unibe.ch/people/heckel.htm 
http://cmpg.unibe.ch/people/heckel.htm 
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research centre focused at understanding early eukary-
otic evolution.

Our research spans various disciplines and includes
molecular evolution, cell biology, biochemistry, bioin-
formatics, molecular ecology and genomics. To get an
idea about our research interests, please have a look at:
Richards T.A., and Cavalier-Smith T. (2005) Myosin
domain evolution and the primary divergence of eukary-
otes. Nature 436, 1113-1118. Richards, T.A., and van
der Giezen, M. (2006) Evolution of the Isd11/IscS com-
plex reveals a single alpha-proteobacterial endosymbio-
sis for all eukaryotes. Mol Biol Evol 23: 1341-1344. To-
var, J., Len-Avila, G., Snchez, L., Sutak, R., Tachezy,
J., van der Giezen, M., Hernndez, M., M'ller, M., and
Lucocq, J.M. (2003) Mitochondrial remnant organelles
of Giardia function in iron-sulphur protein maturation.
Nature 426: 172-176. van der Giezen, M., and To-
var, J. (2005) Degenerate mitochondria. EMBO Rep 6:
525-530. Williams B.A., Slamovits C.H., Patron N.J.,
Fast N.M., and Keeling P.J. (2005) A high frequency
of overlapping gene expression in compacted eukary-
otic genomes. Proc Natl Acad Sci U S A. 102, 10936-
10941. Williams B.A., Hirt R.P., Lucocq J.M., and Em-
bley T.M. (2002) A mitochondrial remnant in the mi-
crosporidian Trachipleistophora hominis. Nature. 418,
865-869.

Exeter (Devon) is about 2.5 hrs west of London and
is famous for its quality of life and beautiful beaches.
Both the sea and Dartmoor National park can be seen
from our institute.

For further information, please see
www.vandergiezen.org or contact Mark van der
Giezen at m.vandergiezen@exeter.ac.uk

PLEASE NOTE: Until August, I am work-
ing at Queen Mary, University of London
(m.vandergiezen@qmul.ac.uk)

Dr. Mark van der Giezen Senior Lecturer
in Evolutionary Biology Geoffrey Pope Build-
ing School of Biosciences, University of FEx-

eter Stocker Road, Exeter EX4 4QD, UK Tel:
+44 (0)1392 269171 Fax: +44 (0)1392 263434
e-mail: m.vandergiezen@exeter.ac.uk  http://-
www.vandergiezen.org m.vandergiezen@exeter.ac.uk

UlrelandMaynooth
HoriGeneTransfer

Hi folks,

A position has become available unexpectedly in my lab
for a graduate student to work with me on a project
to investigate the role of horizontal gene transfer in
prokaryotes.

The ideal student would either be a first-class gradu-
ate computer scientist with some knowledge of molec-
ular biology or a molecular/evolutionary biologist with
some knowledge and interest in computing.

The project is funded by Science Foundation Ireland to
work at the National University of Ireland Maynooth.
The students fees are paid if the student is from the
European Union. Students from outside the EU might
be required to top-up the fees from their own funds.
Additionally, the student will be paid 17,000 Euro p.a.,
increasing by 3.125% annually.

More information on what we do in our lab can be found
in our website: http://bioinf.nuim.ie/ Interested stu-
dents should contact me directly.

Best,
James.

— Dr. James O. MclInerney, Bioinformatics Laboratory,
Department of Biology, National University of Ireland,
Maynooth, Co. Kildare, Ireland. P: 4353 1 708 3860
F: +353 1 708 3845 E: james.o.mcinerney@nuim.ie
— Take a look at our website http://-
bioinf.nuim.ie/ james.o.mcinerney@nuim.ie
james.o.mcinerney@nuim.ie

UKonstanz MolEvolBiol

A Ph.D. position in molecular evolutionary biology is
available in the lab of Axel Meyer in the Department of
Biology at the University of Konstanz in Germany. The
evolutionary biology group is an international group of
students and postdocs that also includes the labs of
Gerrit Begemann on zebrafish developmental genetics
and Shigehiro Kuraku on evolutionary developmental
biology. The main language spoken in the lab is En-
glish.

We are looking for an energetic Ph.D. student who is
interested in speciation, molecular evolution, bioinfor-
matics/genomics, or evolutionary developmental biol-
ogy. The specific research projects we are recruiting for
involve (1) research on phylogenetics and population ge-
netics of cichlid fishes (2) as well as the discovery and


http://www.vandergiezen.org
http://www.vandergiezen.org 
http://www.vandergiezen.org 
http://bioinf.nuim.ie/ 
http://bioinf.nuim.ie/ 
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18

EvolDir August 1, 2007

functional characterization of (e.g. coloration) genes
underlying the diversification of cichlid fish in Africa
and in Nicaragua.

The great lakes in East Africa house some of the world’s
most diverse freshwater ecosystems. Lakes Victoria,
Malawi and Tanganyika are particularly well-known
for their adaptive radiations of hundreds of endemic
species of cichlid fishes. We are interested in under-
standing speciation, phylogeography, molecular evolu-
tion and molecular phylogenetics of these cichlid fish
assemblages. Also, we wish to identify and charac-
terize the function of genes that are involved in the
phenotypic diversification and presumably speciation
of cichlid fishes. Several molecular biological, “devo-
evo” and genomic approaches, including candidate gene
approaches, DNA-chip technology, characterization of
ESTs, in situ hybridization in cichlids and transgenics
in zebrafish are used to address these questions. We
are also interested in evolutionary genomic questions
and the evolution of novel gene functions after gene
and genome duplications.

Some recent publications of the lab include: Verheyen
et al. (2003). The origin of the superflock of cichlid
fishes from Lake Victoria, East Africa. Science 300:
325-329. Salzburger et al. (2005). Out of Tanganyika:
Genesis, explosive speciation, key-innovations and phy-
logeography of the haplochromine cichlid fishes. BMC
Evolutionary Biology 5: 17. Barluenga et al. (2006).
Sympatric speciation in Nicaraguan crater lake cichlid
fish. Nature 439: 719-23 Braasch et al. (2006). Asym-
metric evolution in two fish-specifically duplicated re-
ceptor tyrosine kinase paralogons involved in teleost
coloration. Molecular Biology and Evolution 23:1192-
1202.

Funding is available for at least 2 years. A Ph.D. thesis
in Germany is supposed to be finished within about 3
years and is supposed to be written in English. Ph.D.
salaries are approximately 20 to 25,000 Euros annu-
ally, (depending on marital status, age, etc.) before
deductions for taxes, health insurance and retirement
contributions.

The position is open immediately. The review of appli-
cants will begin immediately until the position is filled.
To apply, please email a curriculum vitae, including a
list of publications, a statement of research interests,
and the names and email addresses of two references to
axel.meyer@uni-konstanz.de.

Prof. Axel Meyer, Ph.D. Department of Biology Kon-
stanz University 78457 Konstanz, Germany Email:
axel.meyer@uni-konstanz.de

For more information visit

http://-

www.evolutionsbiologie.uni-konstanz.de/-
index.php?section  — Prof. Axel Meyer, Ph.D.
Lehrstuhl fiir Zoologie und Evolutionsbiologie Depart-
ment of Biology Building M, Room M806 University
of Konstanz 78457 Konstanz Germany

fon + 49 7531 88 4163 fax + 49 7531 88 3018

secretary: Ingrid.Bader@uni-konstanz.de tel. + 49
7531 88 3069
www.evolutionsbiologie.uni-konstanz.de ~ Axel Meyer

<axel.meyer@uni-konstanz.de>

ULausanne DrosophilaAdaptation

PhD position, University of Lausanne, Switzerland
Evolutionary genetics of learning and other adaptive
traits in Drosophila

A PhD position is available in Tad Kawecki’s research
group at the Department of Ecology and Evolution,
University of Lausanne (we are moving there this sum-
mer). Most of the work in our lab concentrates on
the evolutionary biology of learning and memory, and
their relationships with aging, stress resistance and
immunity. We use Drosophila as the study system
(for more information see http://www.unifr.ch/biol /-
ecology /kawecki ). The PhD candidate will carry re-
search within this broad framework, the PhD project
will be developed depending on his/her interest and
capacities. The daily language of the research group
is English and no preexisting knowledge of French is
required; however, learning some French would make
living in Lausanne more pleasurable. The position is
offered for three years with a possible extension for an-
other year. The initial salary is CHF 34,200 per year
and may be supplemented through a teaching assis-
tantship. The starting date is negotiable.

The PhD student will enroll in the Doctoral School in
Ecology and Evolution run by the Department. With
over 20 research groups working in diverse areas of evo-
lution and ecology, the Department of Ecology and Evo-
lution at the University of Lausanne is a highly inter-
active, international research and study environment
(see at www.unil.ch/dee ). Located on the shore of
Lake Geneva, Lausanne is an attractive city with a di-
verse cultural offer, while the proximity of the Alps and
Jura mountains opens countless opportunities for out-
door activities.

To apply, send a CV, a short description of research


http://www.evolutionsbiologie.uni-konstanz.de/index.php?section 
http://www.evolutionsbiologie.uni-konstanz.de/index.php?section 
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experience and interest, and names and email ad-
dresses of two referees AS A SINGLE PDF FILE to
tadeusz.kawecki@unil.ch, with “Learning PhD” on the
subject line. We will begin to screen the application on
September 3, 2007.

Tadeusz Kawecki Department of Biology University
of Fribourg Chemin du Musee 10, CH-1700 Fribourg,
Switzerland www.unifr.ch/biol/ecology/kawecki phone
+41 26 300 88 71 fax +41 26 300 96 98 e-mail
tadeusz.kawecki@unifr.ch New address from August 1,
2007 Department of Ecology and Evolution University
of Lausanne Biophore CH 1015 Lausanne Switzerland
email tadeusz.kawecki@unil.ch

tadeusz.kawecki@Qunifr.ch tadeusz.kawecki@unifr.ch

ULausanne FuncEvolGenomics

PHD POSITIONS IN FUNCTIONAL EVOLUTION-
ARY GENOMICS

Center for Integrative Genomics (CIG), University of
Lausanne, Switzerland

Two PhD student position (duration ~3-4 years) are
available in the evolutionary genomics group of Henrik
Kaessmann. Starting dates of the positions are flexible.

POSITION 1 (evolutionary bioinformatics):

We are seeking talented and highly motivated appli-
cants (preferably with some experience/background in
molecular evolution), who have strong programming
skills (or the willingness and drive to acquire them) and
an interest in evolutionary bioinformatics (comparative
genomics) analyses.

Available projects include the analysis of the functional
evolution of new genes that emerged in primates and
other mammalian lineages. However, other projects
are possible, depending on the skills and interests of
the applicant. Data available from genomic databases
may be complemented with experimental data (large-
and small-scale) in collaboration with the wet lab unit
of the group.

POSITION 2 (molecular evolution, wet lab-based):

We are seeking highly talented and motivated appli-
cants with a strong interest in molecular evolution, who
have strong experimental lab skills (or the drive to ac-
quire them) in molecular and/or cell biology.

Projects include the analysis of the functional evolu-

tion of new genes in primates and other mammalian
lineages, but other projects are possible and can be
developed together, depending on the skills and inter-
ests of the applicant. A strong bioinformatics unit in
the group is available for larger-scale analyses and/or
within group collaborations, for example to explore and
identify new candidate genes.

A Master of Science degree or equivalent is required to
be accepted for the PhD programme at the University
of Lausanne.

The salaries for these positions are ~30,000 Euros per
year in the beginning of the PhD.

For more information on the group and our institute
more generally, see the website: http://www.unil.ch/-
cig/page7858_en.html The language of the institute is
English, and its members form an international group
that is rapidly expanding. The institute is in Lausanne,
a beautiful city at Lake Geneva amidst an impressive
alpine scenery.

Informal inquiries may be addressed to:  Hen-

rik.Kaessmann@unil.ch

Please submit a CV, statement of research interest, and
two letters of recommendation (and/or names of refer-
ees) to:

Henrik Kaessmann, Ph.D. Associate Professor Cen-
ter for Integrative Genomics Genopode University
of Lausanne CH-1015 Lausanne Switzerland E-mail:
Henrik. Kaessmann@unil.ch Phone:  +41-(0)21-692-
3907 (administrative assistant, Annick Crevoisier: -
3960) Fax: +41-(0)21-692-3965 http://www.unil.ch/-
cig/page7858_en.html

Some recent publications from the lab:

Vinckenbosch, N., Dupanloup, I. & Kaessmann, H.
(2006) Evolutionary fate of retroposed gene copies in
the human genome. Proc. Natl. Acad. Sci. USA 103,
3220-3225.

Marques, A., Dupanloup, I., Vinckenbosch, N., Rey-
mond, A. & Kaessmann, H. (2005) Emergence of young
human genes after a burst of retroposition in primates.
PLoS Biol. 3:e357.

Burki, F. & Kaessmann, H. (2004) Birth and adaptive
evolution of a hominoid gene supporting high neuro-
transmitter flux. Nature Genet. 10, 1061-1063.

Emerson, J. J., Kaessmann, H., Betrdn, E. & Long,
M. (2004) Extensive gene traffic on the mammalian X
chromosome. Science 303, 537-540

Henrik.Kaessmann@unil.ch Hen-

rik.Kaessmann@unil.ch
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ULeuven EvolBiol

4 YEAR PhD POSITION IN EVOLUTIONARY BI-
OLOGY Catholic University of Leuven, Leuven (B)

A 4 year PhD position for an evolutionary biologist is
immediately vacant at the Laboratory of Aquatic Ecol-
ogy (Catholic University of Leuven) in the research
group of Prof. Filip Volckaert to study Strong selec-
tion pressures and micro-evolutionary responses in the
three-spined stickleback.

Description: The project investigates the conceptual
and methodological integration of ecology and evolu-
tionary biology. The successful candidate will study the
evolutionary response of the three-spined stickleback to
strong selection pressures (predation and parasitism) in
an ecological context. Patterns of phenotypic variation
will be explored in natural populations and phenotypic
adaptation tested experimentally. The stickleback is a
prime model for evolutionary research with access to
an impressive molecular toolbox, enabling the under-
standing of the link between phenotypic and genomic
responses to environmental and anthropogenic factors.
Evolution in sticklebacks has been studied in our team
over the past five years (see Raeymaekers et al. 2005
and 2007, Molecular Ecology). The project starts on 1
October 2007 and is supervised by prof. Filip Volckaert
and dr. Joost Raeymaekers.

The team: The Fish Genetics Team has a strong
expertise in neutral and adaptive evolution, includ-
ing field monitoring, experimental design, medium-
throughput genotyping, the analysis of genetic, ge-
nomic, and phenotypic data with up-to-date statisti-
cal approaches, and modeling for heuristic and oper-
ational analyses. Topics addressed include phylogeny,
barcoding, phylogeography, population genetics, local
adaptation and rapid evolution (natural and fisheries
induced), enhanced selection in aquaculture (aquacul-
ture genomics), co-evolution between host and parasite,
spatio-temporal dynamics of nursery grounds and the
management of aquatic habitats. Our team comprises
6 PhD students, 4 postdocs, 2 technicians and a team
leader. The historic KULeuven, founded in 1425, has
a very stimulating research environment. The modern
city of Leuven with its medieval roots offers a high qual-
ity of life.

Profile: High motivation, background in evolutionary
biology, interest or experience in field based experimen-

tal research is strongly recommended. Research will
be carried out in collaboration with a multidisciplinary
team of ecologists, evolutionary biologists and popula-
tion geneticists.

Financing: The successful candidates fellowship (ap-
proximately 1600 / month netto) is funded by a na-
tional project of excellence (GOA). The candidate is
expected to apply for a national IWT fellowship.

Application deadline: Please send a letter of motiva-
tion, C.V., and two letters of reference to Filip Volck-
aert by 6 August 2007.

Contact:

Dr. Filip Volckaert Katholieke Universiteit Leuven
Laboratory of Aquatic Ecology, [Research Group
on Fish Genetics (room 01.01)] Postbox 02439 Ch.
Deberiotstraat 32 B-30