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Foreword

This listing is intended to aid researchers in population genetics and evolution. To add your name to the directory
listing, to change anything regarding this listing or to complain please send me mail at Golding@McMaster.CA.

Listing in this directory is neither limited nor censored and is solely to help scientists reach other members in
the same field and to serve as a means of communication. Please do not add to the junk e-mail unless necessary.
The nature of the messages should be “bulletin board” in nature, if there is a “discussion” style topic that you
would like to post please send it to the USENET discussion groups.

Instructions for the EvolDir are listed at the end of this message.
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Adelaide Barcode 2

_Latest News on the Adelaide Conference_ * [1]Regis-
tration is now open for the Fourth International Bar-
code of Life conference in Adelaide, Australia! 4+ Regis-
ter before _15 September_ to benefit from the Early Bird
discounted rate. 4 Register for the Pre-Conference
Training Event, 28-29 November. + Secure specially-
discounted conference rates on hotels and [2]half-day
excursions. * The [3]Exhibitor Form is now available.
Organisations should apply soon for one of the limited
number of exhibition booths. * Your organization or
project can be highlighted at the conference through
one of the [4]Sponsorship Opportunities. * Have you
[5]submitted your abstract yet? Be sure to do so before
the [6]new deadline. Links:

Norman Evolution2011 Junl8 EducationOutreach .13
Norman iEvoBio Informatics Jun21-22

Norman iEvoBio Informatics Jun21-22 2
Norman iEvoBio Jun21-22 CallSoftwareBazaar ....14

Paris MorphologicalEvolution Jun13-15 ............ 15
Porto Portugal AncientHumanDNA Nov23-25 ..... 16
QueensUBelfast Systematics Juld-8 ................ 16

Roscoff France Coevolution Sep3-7 DeadlineMay20 17

Shanghai LifeScienceModelling Sep25-30 ........... 17
Spain EvolutionEpigenetics Sep18-23 .............. 18
Stockholm EvolutionEnvironmentChange Junl3 ...19
UCalifornia SanFrancisco Evolution and Cancer Jun3-5
19

UCaliforniaSanFrancisco EvolutionCancer Jun3-5 ..19
USheffield EvolutionaryEcol Sep12-14 ............. 20
UStAndrews Phylogeny Junl6 ..................... 20
UStAndrews Phylogeny Junel6 ................... 20
WestVirginia MalariaEvolution Augh-7 ............ 21

Wuerzburg Germany GermanGeneticsSociety Sep14-16
21

For all links see  http://barcodeoflife.usl.list-
manage2.com View of the [7]South Australia Museum
along North Terrace, near the University of Adelaide,
site of the Adelaide Barcode Conference.

Belfast ArthropodSystematics
Jul4-8

Arthropod systematics: are morphology, palaeontology
and molecules coming together? is the title of our sym-
posium at the upcoming Systematics Association bien-
nial meeting at Queen's University Belfast (Northern
Treland) on 4-8 July 2011. Our symposium is one of four
main symposia scheduled for the biennial meeting, and
is planned to take place on Thursday and Friday 8 and 9
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July. For those interested to attend the meeting and our
symposium, registration is now open via www.systass
< http://www.systass > (early bird registration closes
at 5 pm UK time on 23 May 2011). We invite those
interested in contributing a talk or poster to our sym-
posium to please submit your abstract by 1 June 2011
via www.systass.org < http://www.systass.org > .

The backbone of our symposium will be a series of in-
vited talks given by an exciting selection of internation-
ally renowned experts on the biology and palaecontol-
ogy of arthropods, including Thorsten Burmester, Ja-
son Dunlop, Greg Edgecombe, Georg Mayer, Alessan-
dro Minelli, Jerome Regier, Bjérn von Reumont, Ange-
lika Stollewerk, and Max Telford. These speakers will
cover recent advances in our understanding of arthro-
pod evolution from the perspectives of developmental
biology, comparative morphology, the fossil record, and
phylogenomics.

We have reserved significant time for contributed talks
and discussions in our symposium, which we anticipate
will be filled with lively discussions about the present
and future of arthropod systematics. We look forward
to welcoming you in Belfast in July 2011!

Omar Rota-Stabelli (IASMA Research and Innova-
tion Centre, Edmund Mach Foundation, Trento), Da-~
vide Pisani (National University of Ireland, Maynooth),
Ronald Jenner (The Natural History Museum, London)

r.jenner@nhm.ac.uk

Belfast Systematics Jul4-8
EarlyRegistrationExtended

Dear Colleagues,

8th Systematics Association Biennial, 4-8 July 2011,
Queen’s University Belfast

ik EARLY REGISTRATION EXTENDED TO
1ST JUNE 201 1%**#4*

Early bird registration for the 8th Systematics Asso-
ciation Biennial, 4-8 July 2011 at Queen’s University
Belfast, has been extended to June 1st 2011.

All details can be found at http://www.systass.org/-
biennial 2011/

We have a very exciting scientific programme

Scheduled symposia include: - Next Generation Sys-
tematics - Studying Evolution and Diversity in an Era

of Ubiquitous Genomics - Arthropod Systematics: are
Morphology, Palaeontology and Molecules Coming To-
gether? - Algal Systematics: Where Next? - Advances
in Using Museum Specimens and Ancient DNA in Sys-
tematics Research.

The Biennial also presents excellent opportunities for
contributed papers on any aspect of systematics. It
is a great forum for students and young researchers
to present their work and compete for prizes. We are
also offering a number of student bursaries (see http:/-
/www.systass.org/ for details of how to apply for a stu-
dent bursary). You can attend on a daily basis if you
wish.

Details of the biennial, how to register, submit your
abstract (deadline 1st June 2011) and how to apply
for a bursary can be found athttp://www.systass.org/-
biennial2011/ and details are below.

On behalf of the conference organisers, we hope to see
you there!

Juliet Brodie, President James Cotton, Programme Of-
ficer Peter Olson, Treasurer Christine Maggs, Local Or-
ganiser

Sponsors: The Linnean Society of London, British Phy-
cological Society, Cambridge University Press, Genetics
Society, Queen’s University Belfast

james.cotton@sanger.ac.uk

BucknellU MultitrophicInteractions

*Conference: Multitrophic Interactions, Warren Abra-
hamson*

Early registration and a call for posters have been ex-
tended until May 15 for an international conference to
be held at Bucknell University in Lewisburg, Pennsyl-
vania, USA on Monday, June 13 and Tuesday, June 14,
2011, entitled “*Evolutionary Ecology across Trophic
Levels* - A Symposium in Honor of Warren Abraham-
son.”

Registration is available from the conference web-
site: http://www.bucknell.edu/x65430.xml Registra-
tion costs have been reduced to $15 for students and
postdocs and $35 for others. Evening meals are no
longer included in this price, and can be selected sepa-
rately if desired. Registration fees will increase on May
16.


http://www.systass
http://www.systass.org 
http://www.systass.org
http://www.systass.org/biennial
http://www.systass.org/biennial
http://www.systass.org/ 
http://www.systass.org/ 
http://www.systass.org/biennial2011/
http://www.systass.org/biennial2011/
http://www.bucknell.edu/x65430.xml 

EvolDir June 1, 2011

The conference will feature roughly twenty scientific
talks to be given by alumni, collaborators, and friends
of the Abrahamson Lab. Confirmed speakers include:

-Doug Allchin, University of Minnesota Twin Cities
-Catherine Blair, Bucknell University

-Jackie Brown, Grinnell College

-Timothy Craig, University of Minnesota-Duluth
-Sarah Diamond, University of North Carolina
-Netta Dorchin, Museum Koenig

-Micky Eubanks, Texas A&M University

-David Hartnett, Kansas State University
-Christine Hawkes, University of Texas at Austin
-John Horner, Texas Christian University

-Jason Irwin, Central Washington University
-Ann Johnson, Florida Natural Areas Inventory
-Eric Menges, Archbold Biological Station
-Patricia Peroni, Davidson College

-Peter Price, Northern Arizona University

-Otto Solbrig, Harvard University

-John Stinchcombe, University of Toronto
-Hilary Swain, Archbold Biological Station
-Mizuki Takahashi, Bucknell University

-Art Weis, University of Toronto

-Michael Wise, Roanoke College

Tentative titles are available on the symposium website.
Topics will address the diversity of subjects and ap-
proaches taken by Abe over his career, from the ecology
and evolution of plant-insect interactions to community
and ecosystem approaches to fire ecology, restoration,
and conservation of natural landscapes.

A contributed poster session is also planned, and can
be selected as part of the registration. Activities will
include a banquet, picnic, and talent show, as well as
regional natural history excursions. Events will be held
in the Elaine Langone Center on the Bucknell Univer-
sity Campus.

Conference fees include daytime meals and snacks, but
not lodging. Additional tickets to the picnic and ban-
quet are available for attendees and guests. Lodging
in Bucknell dormitories is available for $38/night sin-
gle and $30/night double occupancy, with a one-time
key charge of $10. There are many high-quality hotels,
inns, and B&Bs in the region as well.

The Bucknell University campus provides easy access
to the downtown shopping, dining, and entertainment
district of Lewisburg, a town noted for its historical
preservation and vibrant culture. Details can be found
at: http://www.lewisburgpa.com/ This conference will
celebrate Warren Abrahamson’s 38 years of service to
Bucknell University and the scientific community in an-
ticipation of his upcoming retirement in the summer of
2012. During his career, Abe has supervised approxi-
mately 200 undergraduate research students, 18 Mas-
ter’s recipients, and 21 postdoctoral fellows, many of
whom have remained active in science. In 2009 he was
named a AAAS fellow. His main research interests in-
clude 1) multitrophic plant-insect interactions using the
goldenrod system and 2) fire ecology and plant demog-
raphy in Florida’s upland communities.

For more information on Warren Abrham-
son and his work, please visit his lab website:
http://www.facstaff.bucknell.edu/abrahmsn/
Questions and comments can be addressed to
steve.jordan@bucknell.edu

sdjordan@bucknell.edu

Galway RECOMB
ComparativeGenomics Oct8-10

Dear colleagues: This is a second call for papers for
RECOMB Comparative Genomics 2011 and reminder
that the paper submission deadline is approaching next
week. Best, Aaron Darling and Cathal Seoighe

RECOMB-CG, 2011 October 8-10, 2011 Galway, Ire-
land http://recombcg.org CONFIRMED KEYNOTE
SPEAKERS

* Ed Green (UC Santa Cruz, USA) * Kateryna Makova
(Penn State University, USA) * Julian Parkhill (Sanger
Institute, UK) * Nikolaus Rajewsky (Max-Delbriick
Center for Molecular Medicine, Germany) * Christo-
pher Greenman (TGAC, UK) * Jerome Salse (INRA,
France)

KEY DATES Paper submission deadline June 03, 2011
Notification of paper acceptance June 24, 2011 Poster
submission deadline September 20, 2011 Workshop Oc-
tober 8-10, 2011 More details available at http://-
recombcg.org THEME AND SCOPE

The continuing advance of DNA sequencing technol-
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ogy has produced an avalanche of genome sequence
and genome structural information across the evolu-
tionary spectrum. Transforming that information into
biological knowledge requires creative and innovative
new computational and statistical methods for compar-
ative genomics.

The RECOMB Satellite Workshop on Comparative Ge-
nomics aims to provide the premier forum for new com-
putational developments applied to all aspects of com-
parative genomics. We solicit contributions on topics
including comparison of genome structure and organi-
zation, genome function, and evolution. We particu-
larly encourage contributions that use new computa-
tional methods to acquire new insight into biological
processes. Advances in computational theory are wel-
come, though all submissions should include genome-
scale analyses informed by comparative data.

New for 2011, all peer-reviewed and accepted
RECOMB-CG manuscripts will be published in a sup-
plement to BMC Bioinformatics as open access, author
subsidized, articles.

Specific topics of interest include but are not limited
to:

Gene and genome duplication Gene family evolu-
tion Genome structural variation Algorithms for com-
parative genomics Genome rearrangement Ancestral
genome reconstruction Multiple genome alignment
Genome sequence comparison Modeling genome evo-
lution Comparative genomics for genome annotation
Gene tree reconciliation Species and gene tree in-
ference Comparative metagenomics Comparative ge-
nomics linked to proteomics, metabolomics, and other
‘omic data Comparative genomics and gene expression
and regulation Applications of comparative genomic
methods

CALL FOR PAPERS

Papers should be submitted via the EasyChair sys-
tem. Submissions must be received in electronic form
by 11:59pm (Samoa time), June 3rd, 2011.

Submissions should be typeset as double-spaced A4
pages with l-inch margins all around in a minimum
of 10 point font. Submissions should be limited to 16
pages, everything included (title, authors, addresses,
abstract, references, figures, tables). Exceptions to
this limit may be granted by consultation with the
Program Committee Chairs. Authors are encouraged
to use the BMC document templates when preparing
manuscripts. Templates are available in Microsoft and
LaTeX formats. Submitted manuscripts must be ren-
dered to PDF format prior to upload into EasyChair
at the review stage. Submissions must include the cor-

responding author’s email address. Papers submitted
for review should represent original, previously unpub-
lished work. At the time the paper is submitted to the
conference, and for the entire review period, the paper
should not be under review by any other conference or
scientific journal.

At least one author per each successful submission is
required to register and present the paper at the work-
shop. The paper will be included in the conference pro-
ceedings, which will be published in BMC Bioinformat-
ics. Address any questions to the program committee
chairs: Aaron E. Darling (aarondarling at ucdavis.edu)
and Cathal Seoighe (cathal.seoighe at nuigalway.ie)

CONFERENCE CHAIR

Cathal Seoighe (National University of Ireland, Galway,
Treland)

PROGRAM COMMITTEE CHAIRS

Aaron E. Darling (University of California, Davis,
USA) Cathal Seoighe (National University of Ireland,
Galway, Ireland)

PROGRAM COMMITTEE

Aida Ouangraoua, INRIA Lille, France Anne Bergeron,
UQAM, Canada Benedict Paten, University of Califor-
nia Santa Cruz, USA Bernard Moret, Acole Polytech-
nique FA@dA@rale de Lausanne, Switzerland Cedric
Chauve, Simon Fraser University, Canada Craig Nel-
son, University of Connecticut, USA Daniel Falush,
Max Planck Institute Leipzig, Germany Dannie Du-
rand, Carnegie Mellon University, USA Des Higgins,
University College Dublin, Ireland Elisabeth Tillier,
University of Toronto, Canada Eric Lyons, University
of Arizona, USA Gerton Lunter, Oxford University, UK

This message has been arbitrarily truncated at 5000 characters.

To read the entire message look it up at http://life.biology.-

mcmaster.ca/ brian/evoldir.html

Hawaii Biocomputing Jan3-7
MicrobiomePapers

REMINDER:
Submissions for this special session are due 11 July!

We invite high quality manuscripts for publication and
presentation at a special session on Microbiome Studies
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at the Pacific Symposium on Biocomputing, 3-7 Jan-
uary in Hawaii. Papers will be refereed by top names
in the field, and accepted papers will be published in
the PSB proceedings, which are indexed in Medline.

For details (new URL): http://psb.stanford.edu/cfp-
ms/index.html james a. foster university of Idaho

foster@Quidaho.edu

Jyvaskyla Coevolution Oct4-7

Symposium on CoEvolution 4th - 7th October 2011,
Jyvaskyla, Finland

We are pleased to announce a special symposium on
Coevolution in Jyvéskyld, Finland (October 4th 7th,
2011).

Our keynote speakers will be Dr. Sheena Cotter from
Queens’ University (Belfast), Dr. Mario Vallejo Marin
from University of Stirling (Scotland) and Dr. Dagmar
Voigt from University of Kiel (Germany) in addition to
contributions from local professors.

We are accepting oral presentations and posters cov-
ering all aspects of coevolution with emphasis on the
following themes:

1. Mutualism 2. Insect-plant interactions 3. Predator-
prey interactions 4. Multitrophic interactions 5. Sexual
conflict 6. Virulence evolution 7. Gene-gene interac-
tions

Please go to https://www.jyu.fi/bioenv/en/divisions/-
eko/coeevolution/coevolution-symposium for more in-
formation and online registration or contact as at co-
evo.symposium@jyu.fi. Registration deadline is August
31st and deadline for abstract submission is July 31st.

The symposium is organized by the post-docs of the
Centre of Excellence in Evolutionary Research and the
Division of Ecology and Evolutionary Biology from the
University of Jyviskyld. We are particularly keen to
give postdocs a chance to present and discuss their
work on coevolution together with other interested re-
searchers.

Looking forward to meeting you in Jyvéskyla!
On behalf of the organising committee.

— Dr. Sandra Varga Postdoctoral Researcher Depart-
ment of Biological and Environmental Science PO Box
35, F1-40014 University of Jyvéskyld Finland

http://users.jyu.fi/
jyu.academia.edu/SandraVarga
<sandra.varga@jyu.fi>

savarga/
Sandra

http://-
Varga

Jyvaskyla Speciation Feb27-28

Event: “Progress in understanding the origins of biodi-
versity” Date: 27-28 February 2012 Location: Univer-
sity of Jyvaskyla, Finland

We are pleased to invite you to the conference “Progress
in understanding the origins of biodiversity” organized
by the EU Marie Curie Initial Training Network SPE-
CIATION. The event will be held 27-28 February 2012,
Jyvaskyla, Finland. The conference will consist of ple-
nary sessions, four symposia and posters covering re-
cent advances in speciation and adaptation research.
Registration and abstract submission will be open in
October. There will also be limited space available for
talks by the participants.

Confirmed speakers:

Mark Kirkpatrick, University of Texas, USA Mo-
hammed Noor, Duke University, USA Daven Pres-
graves, University of Rochester, USA Kerry Shaw, Cor-
nell University, USA Patrik Nosil, University of Col-
orado, USA Ilkka Hanski, University of Helsinki, Fin-
land

Organisers: Anneli Hoikkala, Emily Knott, Maaria
Kankare, Venera Tyukmaeva and Jackson Jennings on
behalf of the Marie Curie ITN

Information about the meeting will be available
later on our website http://sites.google.com/site/-
itnspeciation/ . Also for more information contact Ven-
era Tyukmaeva venera.v.tyukmaeva@jyu.fi

— Venera Tyukmaeva Evolutionary Genetics Group
Centre of Excellence in Evolutionary Research Depart-
ment of Environmental and Biological Science P.O. Box
35, 40014, University of Jyvaskyld, Finland

Tel. +358-14-260-4253 Room: YAC421.1

venera.v.tyukmaeva@jyu.fi
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KansasCity ArthropodGenomics
Jun9-12 Deadlines

***Print this e-mail from a PDF*** ( http://www.k-
state.edu/age/symp2011/Announcement5.pdf )

Arthropod Genomics:A Exploring Diversity, Relating
Similarity 5th ANNUAL ARTHROPOD GENOMICS
SYMPOSIUM June 9 - 12, 2011, in Kansas City, USA
www.k-state.edu/age/symp2011

A
You still have time to register and make arrangements
to attend!!!

A

Deadlines: Wed., May 18 APoster Abstract Submis-
sions:A Six platform presentations will be chosen from
submitted poster abstracts.A Please follow guidelines
posted to symposium website. Wed., May 18 AHotel
Reservations at the KC Marriott on the Plaza Wed.,
May 18 ARegistration:A Registration will continue to
be accepted after May 18 , if space is available.

A

REGISTRATION: The registration fee is $395 ($225
for graduate and undergraduate students) on or be-
fore Wednesday, May 18 , and will include a welcome
reception Thursday evening, breakfast and lunch on
Friday and Saturday , and breakfast on Sunday A
Access REGISTRATION ONLINE atA http://www.k-
state.edu/age/symp2011 /register.html .A

PRE-CONFERENCE MEETINGS: -International Tri-
bolium Meeting, 6/8 and 6/9. -International Aphid
Genomics Consortium, 6/9.A Schedule posted to:

A http://www k-state.edu/age/symp2011/images /-
2011_7thIAGC_Kansas_Program-New.pdf

A

WORKSHOPS June 9:A A pre-symposium workshop,
aGenome Project 101,4 by Scott Cain, OICR, and Dave
Clements, Emory University; Thursday afternoon, June
9, 4:00-6:00 p.m.

June 11:A aComparative genomics with the generic
synteny browser (GBrowse_syn): Configuration and
display of various co-linearity data types,a by Sheldon
McKay, iPlant, will be presented Saturday morning,
June 11 .

A

ORGANISM MEETINGS Friday afternoon/evening,
June 10 Meet with scientists who are also working with
your organism of interest during small group gather-
ings.A If you are interested in coordinating topics and
leading discussions as a group leader, please e-mail
dmerrill@ksu.edu .AA Additional information will be
posted to the conference website as details are final-
ized.

A

POSTER SESSIONS: There will be two poster ses-
sions.A A few platform presentations will be chosen
from submitted poster abstracts.A

A

ROUNDTABLE DISCUSSION:A Participate in a
roundtable discussion with the ArthropodBase Con-
sortium regarding the generation of integrated arthro-
pod genome databases and tools for genome projects.A
Discussion will focus on 15k, led by Kevin J. Hackett,
USDA.A Symposium attendees are encouraged to at-
tend.

A

TENTATIVE SYMPOSIUM PROGRAM AA Thurs-
day afternoon, June 9 &“ Pre-Symposium Workshop
AAT hursday evening, June 9 4” Keynote presentation
and welcome reception AA Friday & Saturday, June 10
and 11 - Platform and Poster sessions AA Friday after-
noon/evening, June 10 4“ Organism meetings AA Sat-
urday morning 4” Gbrowse_syn Workshop AA Sunday

morning, June 12 a*“ Roundtable discussion focusing

All are invited to attend!A AA Noon, Sunday, June
12 - Activities will conclude.

A

KEYNOTE SPEAKER: Marc A.T. Muskavitch
DeLuca Professor of Biology Boston College
aAdvancing vector genetics through the power of
vector genomicsé A FEATURED SPEAKERS: Gregor
Bucher Department of Developmental Biology Georg-
August University, GO, Germany aiBeetle: Genome
wide RNAi screen for embryonic and metamorphic
development in Triboliuma A Owain Edwards Inver-
tebrate Genomics and Evolution, CSIRO Ecosystem
Sciences, Perth, Australia 4ADNA methylation and
phenotypic plasticity in the pea aphid, Acyrthosiphon
pisuma

A

Cassandra Extavour Dept of Organismic and Evolu-
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tionary Biology, Harvard University aOvercoming the
gene discovery bottleneck for arthropod evo-devo:A
Creating de novo developmental transcriptomesa

A

Toni GabaldA®n Center for Genomic Regulation
(CRG), Barcelona, Spain 4Arthropod genomes as seen
through the lens of evolutiona

A

Cheryl Y. Hayashi Department of Biology, University
of California, Riverside aSpider silks:A Functional and
evolutionary insights into high-performance materialsa

A

Mary Ann McDowell Biological Sciences, University of
Notre Dame aA tale of two sand fly genomes:A Phle-
botomus papatasi and Lutzomyia longipalpisa

A

Pedro L. Oliveira Instituto de BioquA’mica MA@dica,
Programa de Biologia Molecular e Biotecnologia Uni-
versidade Federal do Rio de Janeiro and

_

This message has been arbitrarily truncated at 5000 characters.
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Kyoto SMBE 2011 Jul26-30
Ancient DN Asymposium

CALL FOR ABSTRACTS

The DEADLINE for abstract submission for SMBE
2011 in Kyoto is MAY 31*:* http://smbe2011.com/-
important_dates.html Please consider submitting an

abstract to the ancient DNA symposium described be-
low. / /NEW APPROACHES IN ANCIENT DNA

*Confirmed speakers:  *Alan Cooper, Johannes
Krause,Ludovic Orlando, Mark Stoneking, Eske Willer-
slev

With recent advances in DNA sequencing and DNA
preparation techniques, the study of extinct and long
dead organisms is entering a new era. Previously lim-
ited to short segments of mitochondrial DNA, whole
nuclear genomes are now available from several extinct
species, thus providing new insights into deep evolu-
tionary history. Within the last year for instance - the

Neandertal genome, the Denisovan genome as well as
the genome of a Palaeo-Eskimo have become publicly
available. Nevertheless, acquiring high quality DNA
sequence remains a critical challenge, owing to DNA
damage as well as contamination by microbial and con-
temporary DNA. This symposium aims to highlight
current research in ancient DNA with a focus on com-
parative genomics and population genetics of extinct
populations. Methodological and theoretical advance-
ments will be equally presented - promoting a general

forum for the advancement of this novel and exciting
field.

*QOrganizers: *Johannes Anna-Sapfo

Malaspinas

Krause,

Anna-Sapfo Malaspinas <sapfo@berkeley.edu>

Kyoto SMBE 2011 Jul26-30
RegistrationDeadline

The 2011 meeting of the Society for Molecular Biology
and Evolution (SMBE) takes place in Kyoto, Japan, on
July 26-30. It is shaping up to be an outstanding inter-
national meeting, though some have expressed concerns
about the residual effect of the earthquake. We would
like to assure you that the conference will go ahead as
planned, despite the earlier disruption caused by the
earthquake in the eastern portions of Japan. Over 250
people have already registered to attend, and the clos-
ing date for early registration at a discounted rate is
coming up soon: May 31. You may of course register
after that date but at a higher cost.

Kyoto is well served by direct international flights to
Osaka airport from many countries, or you can fly to
Tokyo and take the bullet train. Kyoto is located in
western Japan and was not affected by the earthquake
or nuclear accident.

Please the meeting  website  http://-
smbe2011.com/ for more information and program
details. It promises to be an exciting meeting in one of
Japan’s most beautiful and historic cities, and I look
forward to seeing you there.

visit

Yours sincerely,
Ken Wolfe President, SMBE

===Ken Wolfe Smurfit Institute of Genetics, Trinity
College, Dublin 2, Ireland. Tel. +353 1 8961253


http://life.biology.mcmaster.ca/~brian/evoldir.html
http://life.biology.mcmaster.ca/~brian/evoldir.html
http://smbe2011.com/important_dates.html 
http://smbe2011.com/important_dates.html 
http://smbe2011.com/
http://smbe2011.com/
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Kyoto SMBE2011 Jul26-30
RegistrationDeadline

Friday, May 27, 2011
To evoldir people:

SMBE will have this year’s annual meeting at Kyoto,
Japan. Conference website is http://smbe2011.com/-

Early registration deadline is May 31. This is not
Japan time, but global time, i.e., only when it turned
to be June 1 in all area on earth. But it is ONLY FIVE
DAYS left!

As of May 27, 359 persons from 29 countries/regions
(including 97 from USA, 15 from Germany, 13 from
China, 12 from UK and Taiwan, 9 from France, 8 from
Canada and Sweden, 7 from New Zealand, 6 from Aus-
tralia, Ireland, Spain, and Switzerland, 5 from Den-
mark, 4 from Austria, 3 from Poland, and 127 from
Japan) already registered.

>From “Registration” [http://smbe2011.com /-
registration.html]: ///// All payments must be made
in Japanese Yen (JPY). ===érly = JPY 35,000 Late
= JPY 45,000 for Regular SMBE member Early =
JPY 40,000 Late = JPY 50,000 for Regular non-SMBE
member Early = JPY 25,000 Late = JPY 35,000 for
Student/Post-doc SMBE member Early = JPY 30,000
Late = JPY 40,000 for Student/Post-doc non-SMBE
member ====SMBE banquet: JPY 5,000

Registration fee includes: # Attendance to all Sessions
(July 27-31, including SESJ annual meeting) # Pro-
gram Book # Welcome Reception (evening of July 26)
# 3 Lunch boxes (July 27, 28, 29) # Coffee Breaks
(July 27-30) * Banquet ticket is not included in the
registration fee. /////

As many of you are aware, the northeast part of
Japan was hit by very strong earthquake on March11,
2011. Kyoto is located in western Japan, and
thankfully was left unscathed. The schedule for the
SMBE2011 Kyoto Conference is unaffected. Fur-
thermore, Kyoto is far from the Fukushima nuclear
power plants, and radiation level is normal. Please
see: http://mextrad.blob.core.windows.net /page/-
26_Kyoto_en.html Current Schedule of SMBE2011 Ky-
oto Conference is as follows; from “Program Overview”
[http://smbe2011.com/program_overview.html]
Tuesday, July 26

Welcome Reception Time: 18:00-20:00 Place: Interna-
tional Hall at Kyoto University Centennial Clock Tower
Hall (Building C)

Wednesday, July 27

Morning Sessions (9:30- 12:00) Room C-1: [Symposium
1] Evolution of modern human Room S-1: [Symposium
2] Gene evolution and phenotypic adaptation Room S-
2: [Workshop 1] Methods for multiple alignment and
phylogenetic tree making for large sequence data set
Room S-3: [Workshop 2] Reverse transcriptase as an
evolutionary force

Afternoon Sessions (13:30- 16:00) Room C-1: [Sympo-
sium 3] Compensatory fitness interactions and genome
evolution Room S-1: [Symposium 4] Symbiosis as the
source of evolutionary novelties Room S-2: [Workshop
3] Natural selection in human populations: beyond clas-
sic sweeps Room S-3: [Workshop 4] Evolutionary di-
versity revealed by comparative transcriptomics Room
C-3: [Workshop 5] Visualizing the geographic and tem-
poral structure of biodiviersity

Evening Sessions (16:30- 19:00) Room C-1: [Sympo-
sium 5] Genome evolution: surprises from microbes
Room S-1: [Symposium 6] Molecular bases of specia-
tion Room S-2: [Workshop 6] Comparative and evolu-
tionary neurogenomics in humans and non-human pri-
mates Room S-3: [Workshop 7] Virus evolution Room
S-4: [Workshop 8] Modeling protein structural and en-
ergetic constraints on sequence evolution

Thursday, July 28

Morning Sessions (9:30- 12:00) Room C-1: [Symposium
7] New approaches in ancient DNA Room S-1: [Sym-
posium 8] Origin and diversification of sensory organs
Room S-2: [Symposium 9] Evolutionary systems biol-
ogy Room S-3: [used for additional workshop or con-
tributed oral presentations] Room S-4: [Workshop 9]
Molecular biology and evolution of blood group and
MHC antigens in primates Room C-3: [Workshop 10]
Selective sweeps in complex demographic and genetic
systems

Afternoon Sessions (13:30- 16:00) Room C-1: [Sym-
posium 10] Evolution of genome structure Room S-1:
[Symposium 11] Molecular mechanisms governing mor-
phological divergence of arthropod appendages Room
S-2: [Symposium 12] Evolution as a stochastic process
Room S-3: [Workshop 11] Recombination and the effi-
cacy of selection Room S-4: [Workshop 9; continuation]
Molecular biology and evolution of blood group and
MHC antigens in primates Room C-3: [Workshop 10;
continuation| Selective sweeps in complex demographic
and genetic systems


http://smbe2011.com/ 
http://smbe2011.com/ 
http://smbe2011.com/registration.html]: 
http://smbe2011.com/registration.html]: 
http://mextrad.blob.core.windows.net/page/26_Kyoto_en.html 
http://mextrad.blob.core.windows.net/page/26_Kyoto_en.html 
http://smbe2011.com/program_overview.html] 
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Evening Sessions (16:30- 19:00) Room C-1: [Special
Symposium]| Honoring late Walter M. Fitch Room C-1:
[Special Session] History of MBE

Friday, July 29

9:15- 9:30 Welcome to SMBE 2011 at Kyoto by
SMBE2011 Organizing Committees 9:30-10:30 Nei Lec-
ture by Ken Wolfe, SMBE President “Yeast genome
evolution and the aftermath of polyploidization” 10:30-
11:20 Plenary Talk 1 by Manolo Gouy, CNRS, Lyon

This message has been arbitrarily truncated at 5000 characters.

To read the entire message look it up at http://life.biology.-

memaster.ca/ brian/evoldir.html

Linkoping Sweden
PhenotypeEvolution Jun16-19

*Linkoping Brain Seminar*

*International Workshop *

*Perinatal Effects shaping Individual Phenotypes*
*June 16-19th 2011*

Dear colleagues,

We are organizing a workshop on perinatal effects to
be held at the Link6ping University, Sweden and are
happy to welcome our keynote lecturers:*

Frances Champagne*, epigenetic effects of maternal
care (Columbia University),

*Ton Groothuis*, hormone mediated maternal effects
(University of Groningen), and

*Barbara  Tzschentke™*, perinatal
(Humboldt-Universitét zu Berlin)

adaptation

The evolution of phenotypic variation is determined not
only by the underlying genotype but is influenced to
a great extent by non-genetic factors. Especially the
pre- and postnatal environment has profound impact
on an individual’s phenotype and can result in short-
and long-term modifications even across generations,
for example through heritable epigenetic alterations of
the genome. In this workshop we want to bring to-
gether researchers from various fields such as genetics,
endocrinology, physiology, and behavioural biology and
discuss the adaptive nature of perinatal programming
and underlying mechanisms.

We welcome you to give an oral or poster presentation!
Deadline for abstract submission is *May 23°rd , 2011*
Deadline for registration: *May 30~th , 2011*

Please check https://cms.ifm.liu.se/biology/zoology /-
avian/brainseminar-1/index.xml for more information.

E-mail: perinatalBS2011@gmail.com

Vivian Goerlich <vivgo@ifm.liu.se>

Lisbon Phylogeography Nov26-27

CALL FOR PARTICIPANTS in 2-day International
Workshop on Biogeography and Phylogeography of
Fish from the Atlantic

Date: 26-27 November 2011 Location: Lisbon, Portugal
Hosted by Eco-Ethology Research Unit (EERU), ISPA

Over the last several years a number of studies on the
phylogeography of Atlantic fish have started to shed
light on evolutionary processes in this taxa and in their
marine environment. Some reviews of this literature
have been published illuminating biogeographic pat-
terns, namely diversity patterns, historical refuges, dis-
persal routes and barriers, etc. The aim of the work-
shop is to present and discuss studies and perspectives
on major patterns and give updates on the state of the
art in Atlantic biogeography and phylogeography of fish
and outline directions for future research.

The Workshop is divided into two major sessions: 1) a
public session, open to all, on Saturday November 26th
2011, with presentation of oral communications; 2) a
session reserved to participants, on Sunday November
27th 2011, with short presentations, and ample time for
discussion and exchange of ideas.

Those interested in participating in the Sunday session
are required to submit a short CV until the 15th of
September. Number of participants in the Sunday ses-
sion are limited in order to guarantee a workshop envi-
ronment and a productive exchange of ideas. Unfortu-
nately, we are unable to subsidize travel/stay expenses,
but there is no registration fee.

Please send personal information and short CV to :
centro.biociencias@ispa.pt

The organizing scientific committee, which will review
applications, is composed by

Vitor Almada (EERU/ISPA, PT), Emanuel Gongalves


http://life.biology.mcmaster.ca/~brian/evoldir.html
http://life.biology.mcmaster.ca/~brian/evoldir.html
https://cms.ifm.liu.se/biology/zoology/avian/brainseminar-1/index.xml
https://cms.ifm.liu.se/biology/zoology/avian/brainseminar-1/index.xml
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(EERU/ISPA, PT), André Levy (EERU/ISPA, PT),
Joana Robalo (EERU/ISPA, PT), Giacomo Bernardi,
Ricardo Santos (Univ. Azores, PT), Alberto Brito
(Univ. Laguna, Canarias), Rita Castilho (Univ. Al-
garve, PT), Ricardo Santos (Univ. Azores, PT), Ser-
gio Stefanni (Univ. Azores, PT), Giacomo Bernardi
(Univ. California Santa Cruz, US), Knutsen Halvor
(IMR, Norway), Sérgio Floeter (UFSC, Brazil), Sophie
von der Heyden (Univ. of Stellenbosch, South Africa)

andrelevy@gmail.com

LundU EvolutionFlight Aug29-30

This symposium is aimed at evolutionary biologists, al-
beit not exclusively. We have planned this meeting
deliberately as an interdisciplinary event to promote
an integrative view on one of the most fascinating be-
haviours - flight!

We are sure that many Evoldir subscribers would be
interested in this event Best wishes on behalf of the
organizers, Sophia Engel

Symposium alnsect Flighta, 29-30th August 2011

CAnMove Centre for Animal Movement Research Lund
University, Sweden

Animal flight has evolved only four times in history, in
pterosaurs, birds, bats and insects. To date, insects
constitute a majority of the worldas life forms, and
flight appears to have contributed to this inordinate
evolutionary success story.

Because flight links a series of fundamental processes
within both the physical and biological sciences we
aim to provide a plenum for scientists from various
fields (evolutionary ecology, morphology, physiology,
behaviour, biomechanics) to present insight into the
different aspects and implications of insect flight and
to combine aspects from biology and engineering to an
integrated view on insect flight.

Information about CAnMove and the preliminary pro-
gramme can be found at our homepage: http://-
canmove.lu.se/node/715 Registration: Attendance of
the symposium is free, if you want to attend, please
register by filling in our online-registration form. The
deadline for applications is July 15th

We especially encourage Ph.D. students to present and
discuss their work here. Should you have any questions
regarding the symposium please do not hesitate to con-

tact Sophia Engel (sophia.engel@biol.lu.se).

Local organisers: Sophia Engel, Erik Svensson and An-
ders Hedenstrom

Sophia Engel <Sophia.Engel@biol.lu.se>

Montpellier ModelsEvolEcol
Jun8-10 May13Deadline

Dear EvolDir colleagues,

We remind you that you have one week (until Friday,
May 13) to register for the seminar “Models in Evolu-
tionary Ecology” here: http://www.seminar-mee.org/-
home/inscription Thank you to register even if you just
want to attend the discussions!

Student workshop: “Models in Evolutionary Ecol-
ogy”. Montpellier (France), June 8-10, 2011
http://www.seminar-mee.org/ < http://www.seminar-
mee.org/ >

Application deadline: May 13th 2011

We are pleased to invite you to the second edition of
the workshop “models in evolutionary ecology”. This
workshop is organized by PhD students and postdocs,
and is dedicated to students (PhD students, postdocs,
undergrads) but also to researchers interested in theo-
retical approaches in evolutionary ecology and has three
objectives:

- give a broad overview of modelling techniques used in
evolutionary ecology and their relationship with exper-
imental work - encourage dialogue between PhD stu-
dents using different approaches - discuss on how to
communicate on the models and their meaning to the
general public

The workshop is intended to favour exchange as
much as possible, and consists in a series of method-
ological sessions by invited researchers, talks by re-
searchers and students, journal clubs, poster sessions
and round-tables. The detailed program is here: http:/-
/www.seminar-mee.org/home/programme < http://-
www.seminar-mee.org/home/programme > Registra-
tion to the workshop is free, but we strongly recom-
mend all participants to present their work or project
in a talk or with a poster.

You can register and submit an abstract before May,
13th. http://www.seminar-mee.org/home/inscription
< http://www.seminar-mee.org/home/inscription >


http://canmove.lu.se/node/715 
http://canmove.lu.se/node/715 
http://www.seminar-mee.org/home/inscription 
http://www.seminar-mee.org/home/inscription 
http://www.seminar-mee.org/
http://www.seminar-mee.org/home/programme 
http://www.seminar-mee.org/home/programme 
http://www.seminar-mee.org/home/programme
http://www.seminar-mee.org/home/programme
http://www.seminar-mee.org/home/inscription
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Confirmed faculty:

Thomas Broquet Vincent Devictor Richard Go-
mulkiewicz

Sonia Kéfi Sébastien Lion Guillaume Martin Denis
Roze

We look forward to seeing you in June!

The organizers, Ronan Becheler, Francois Blanquart,
Benoit Goussen, Etienne Loire and Timothée Poisot.

http://www.seminar-mee.org/

GOUSSEN Benoit THESARD
<benoit.goussen@irsn.fr> GOUSSEN Benoit THE-
SARD <benoit.goussen@irsn.fr>

Norman Evolution2011 Junl17-21
EvolutionaryMedicine

Evolutionary Medicine Symposium and Luncheon
Sunday, June 19 at Evolution 2011
8:30am-4:30pm

http://www.evolution2011.ou.edu/symposia.html
(Scroll down to SSE symposia)

This symposium will explore the role of evolutionary
biologists in promoting evolutionary thinking in med-
ical education and practice, as well as introduce some
medical questions that are ideally structured for evolu-
tionary research. Speakers from schools of medicine and
public health, as well as more traditional evolutionary
biology research backgrounds will address various top-
ics where an evolutionary approach is a valuable asset
to medical research, where medical data can advance
evolutionary research, and where evolutionary princi-
ples can be used to improve medical practice. The sym-
posium is part of a larger movement to increase aware-
ness of the role of evolutionary biologists in connecting
evolutionary science to the intellectual development of
our future physicians and public health practitioners.
The symposium is open to all.

You are invited to join the speakers for lunch to discuss
this topic further. Space at the lunch is limited and
you must register here by June 12: http://tinyurl.com/-
3qgohsk . For additional information contact Mike An-
tolin (michael.antolin@colostate.edu) or Kristin Jenk-
ins (kjenkins@nescent.org).

Kristin Jenkins, PhD Education and Outreach Program

National Evolutionary Synthesis Center 2024 W. Main
Street, Suite A200 Durham, NC www.nescent.org Cell
919.260.7369 Office 608.203.5390

Kristin Jenkins <kjenkins@nescent.org>

Norman Evolution2011 Junl17-21
ProgramAvailable

Dear Colleagues,

The Evolution 2011 Program is now available for view-

ing on the main page of the meeting’s website. The
links are also on the “Latest News/Updates” page.
http://www.evolution2011.ou.edu/  Also, the di-

rect link to the searchable program is there too
(http://www.evolutionmeeting.org/engine/search /-
index.php?func=summary We are looking forward to
welcoming you all to Norman in a few weeks!

Best wishes!

Larry Weider, Rich Broughton, Ingo Schlupp
Department of Zoology, University of Oklahoma
Tri-Chairs, Evolution 2011 Organizing Committee

“Weider, Lawrence J.” <ljweider@ou.edu>

Norman Evolution2011 Junl17-21
Registration

Registration for the Evolution 2011 meeting will remain
at the current (early-bird) rates throughout the confer-
ence. We will continue to accept talk/poster submis-
sions until 1 June, but those that are not complete by
11:59 pm (CDT) on Thursday 5 May will not appear
in the printed program. Instead, they will be placed in
a “late-breaking evolution” session.

Thanks!

Larry Weider, Rich Broughton, Ingo Schlupp
Dept of Zoology, U. of Oklahoma

Tri-Chairs, Evolution 2011 Organizing Committee

“Weider, Lawrence J.” <ljweider@ou.edu>


http://www.seminar-mee.org/
http://www.evolution2011.ou.edu/symposia.html
http://tinyurl.com/3qgohsk 
http://tinyurl.com/3qgohsk 
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http://www.evolutionmeeting.org/engine/search/index.php?func=summary 
http://www.evolutionmeeting.org/engine/search/index.php?func=summary 

June 1, 2011 EvolDir

13

Norman Evolution2011 Junl8
EducationOutreach

Outreach workshop at Evolution 2011 This workshop is
for conference attendees who are interested in new ma-
terials for teaching human evolution and evolutionary
medicine. Paul Beardsly of BSCS and Irene Eckstrand
of NIH will present the newly developed NIH/BSCS
Evolutionary Medicine Module. Members of the Com-
municating Human Evolution working group at NES-
Cent will lead discussion of resources for teaching hu-
man evolution. The workshop is Saturday, June 18
10:30am -11:50am and will include lunch so attendees
will be able to attend the Gould lecture at 12:00pm.
There is a $5 fee for lunch. Please register for the work-
shop and lunch by June 11 here: http://tinyurl.com/-
6bpwb65 . SSE EVO 101 Workshop: Evolution and
You for K-14 Educators

Are you looking for great ways to engage students in
evolutionary biology? Join us Friday June 17th at the
Convention Center in Norman, OK, to learn about re-
cent developments in evolutionary medicine and human
evolution, preview new teaching materials from the Na-
tional Institutes of Health and the Concord Consor-
tium, and exchange ideas for teaching evolution with
other teachers and researchers. A $25 fee includes cof-
fee and lunch, as well as a variety of materials for teach-
ers to take and use in the classroom such as copies of
the journals Evolution: Education and Outreach and
the American Biology Teacher. Participants will be
eligible to attend the entire Evolution 2011 meeting,
including a lecture by Ken Miller, this years recipi-
ent of the Gould aware for effort in increasing pub-
lic understanding of evolution. For more information
visit this website: http://www.evolution2011.ou.edu/-
workshops.html . Kristin Jenkins, PhD Education and
Outreach Program National Evolutionary Synthesis
Center 2024 W. Main Street, Suite A200 Durham, NC
www.nescent.org Cell 919.260.7369 Office 608.203.5390

Kristin Jenkins <kjenkins@nescent.org>

Norman iEvoBio Informatics
Jun21-22

The Call for Lightning Talks is now open for the 2011
conference on Informatics for Phylogenetics, Evolution,
and Biodiversity (iEvoBio), at http://ievobio.org/ocs/-
index.php/ievobio/2011. See below for instructions.

Lightning talks are short presentations of 5 minutes.
They are ideal for drawing the attention of the audi-
ence to new developments, tools, and resources, or to
subsequent events where more in-depth information can
be obtained. Please also see our FAQ for more informa-
tion (http://ievobio.org/faq.html#lightning). Light-
ning talks will be part of the more interactive afternoon
program on both conference days.

Submitted talks should be in the area of informatics
aimed at advancing research in phylogenetics, evolu-
tion, and biodiversity, including new tools, cyberinfras-
tructure development, large-scale data analysis, and vi-
sualization.

Submissions consist of a title and an abstract at most 1
page long. The abstract should provide an overview of
the talk’s subject. Reviewers will judge whether a sub-
mission is within scope of the conference (see above). If
applicable, the abstract must also state the license and
give the URL where the source code is available so re-
viewers can verify that the open-source requirement(*)
is met.

Review and acceptance of lightning talks will be on a
rolling basis. The deadline for submission is the morn-
ing of the first day of the conference (June 21). Note
that the number of lightning talk slots is finite, and
given the high volume of submissions we experienced
for full talks, the Lightning Talks track may fill up early.
We cannot accept lightning talks until the open-source
requirements are met, and so waiting with that until
the deadline risks that the track is full by that time.

We ask all submitters of lightning talks to be willing to
also serve as reviewers of such, as described above.

Lightning talks are only 1 of 5 kinds of contributed
content that iEvoBio will feature. The other 4 are:
1) Full talks (closed), 2) Challenge entries, 3) Soft-
ware bazaar demonstrations, and 4) Birds-of- a-Feather
gatherings. The Call for Challenge entries remains open
(see http://ievobio.org/challenge.html), and informa-
tion on the Software Bazaar and Birds-of-a-Feather
sessions is forthcoming. There is also a special focus
session on Metagenomics, Barcoding, and Biodiversity
(http:/ /ievobio.org/program.html#specialsession)

More details about the program and guidelines for con-
tributing content are available at http://ievobio.org.
You can also find continuous updates on the confer-
ence’s Twitter feed at http://twitter.com/iEvoBio .
iEvoBio is sponsored by the US National Evolution-


http://tinyurl.com/6bpw565 
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ary Synthesis Center (NESCent) in partnership with
the Society of Systematic Biologists (SSB). Additional
support has been provided by the Encyclopedia of Life
(EOL).

The iEvoBio 2011 Organizing Committee: Rob Gu-
ralnick (University of Colorado at Boulder) (co-Chair)
Cynthia Parr (Encyclopedia of Life) (co-Chair) Dawn
Field (UK National Environmental Research Center)
Mark Holder (University of Kansas) Hilmar Lapp
(NESCent) Rod Page (University of Glasgow)

(*) iEvoBio and its sponsors are dedicated to promot-
ing the practice and philosophy of Open Source soft-
ware development (see http://www.opensource.org/-
docs/definition.php) and reuse within the research com-
munity. For this reason, if a submitted talk con-
cerns a specific software system for use by the re-
search community, that software must be licensed
with a recognized Open Source License (see http:/-
/www.opensource.org/licenses/), and be available for
download, including source code, by a tar/zip file ac-
cessed through ftp/http or through a widely used ver-
sion control system like cvs, Subversion, git, Bazaar, or
Mercurial.

robgur@gmail.com

Norman iEvoBio Informatics
Jun21-22 2

The conference on Informatics for Phylogenetics, Evo-
lution, and Biodiversity (iEvoBio) is holding a Chal-
lenge, a competition to create a new software tool, or
add a new feature to an existing platform. Entries to
the Challenge need to respond to its theme, which for
2011 is “Data Integration”.

Improving our understanding of the evolution of life
requires combining data sets from a wide variety of dis-
parate sources. Thus, data integration poses a serious
challenge for evolutionary research. Entries for the 2011
iEvoBio challenge must enable new approaches to data
interoperability or represent an exceptional example of
integrating existing sources of data.

Further information on the nature of challenge entries
and how to submit them can be found on the iEvoBio
website at http://ievobio.org/challenge.html . Selected
candidates will make short oral presentations to demon-
strate their work in a “Challenge session” at the confer-
ence, and if suitable will automatically be entered into

the Software Bazaar track of the conference.

Cash prizes will be awarded for first place ($1,000) and
runner-up entries. The winning entries will be selected
by a vote of the iEvoBio meeting participants.

Challenge entries are only 1 of 5 kinds of contributed
content that iEvoBio will feature. The other 4 are:
1) Full talks (closed), 2) Lightning talks, 3) Software
Bazaar entries, and 4) Birds-of-a-Feather gatherings.
The Call for Lightning Talks is currently open (see
http://ievobio.org/ocs/index.php/ievobio/2011/) , and
the information on Software Bazaar entries is forthcom-
ing.

More details about the program and guidelines for con-
tributing content are available at http://ievobio.org.
You can also find continuous updates on the con-
ference’s Twitter feed at http://twitter.com/ iEvoBio
, or subscribe to the low-traffic iEvoBio announce-
ments mailing list at http://groups.google.com/group/-
ievobio-announce iEvoBio is sponsored by the US
National Evolutionary Synthesis Center (NESCent) in
partnership with the Society for the Study of Ecolution
(SSE) and the Society of Systematic Biologists (SSB).
Additional support has been provided by the Encyclo-
pedia of Life (EOL).

The iEvoBio 2011 Organizing Committee: Rob Gu-
ralnick (University of Colorado at Boulder) (Co-chair)
Cynthia Parr (Encyclopedia of Life) (Co-chair) Dawn
Field (UK National Environmental Research Center)
Mark Holder (University of Kansas) Hilmar Lapp
(NESCent) Rod Page (University of Glasgow)

hlapp@nescent.org

Norman iEvoBio Jun21-22
CallSoftwareBazaar

The Call for Software Bazaar entries is now open for
the 2011 conference on Informatics for Phylogenet-
ics, Evolution, and Biodiversity (iEvoBio), at http:/-
/ievobio.org/ocs/index.php/ievobio/ 2011. See below
for instructions.

The Software Bazaar features presenters demonstrat-
ing their software live on a laptop. At iEvoBio, this
session takes the place of a poster session, and will be
approximately 2.0 hours in duration. Conference at-
tendees will be able to walk from one demonstration to
the next and open a conversation with the presenters.
Please also see our FAQ for this information (http://-


http://www.opensource.org/docs/definition.php
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ievobio.org/faq.html#software). The Software Bazaar
is part of the interactive afternoon program on the first
conference day.

Entries should be software aimed at advancing research
in phylogenetics, evolution, and biodiversity, and can
include interactive visualizations that have been pre-
computed (such as SVGs, or Google Earth-compatible
KML files).

Submissions consist of a title, which will typically be the
name of the software (or visualization method) being
presented, the URL of a website where more informa-
tion about the software can be obtained, and the license
under which the source code is available. The provided
website must contain a link to where the source code
(and possibly binaries) can be downloaded. If it is not
obvious from the provided website, the submission must
describe what the software does. Reviewers will judge
whether a submission is within scope of the conference
(see above), and need to be able to verify whether the
open- source requirement(*) is met.

Presenters are expected to bring their own laptops for
presentation, and any auxiliary devices necessary (such
as a mouse). Power will be available at the presenta-
tion tables (110V/60Hz, US-style plugs; international
presenters need to bring a suitable adaptor). Please let
the organizing committee know as much in advance as
possible if you expect to have unusually high demands
for wireless network bandwidth, a large display, or other
hardware. Note that commercial marketing activities
are not permitted - presenters wishing to promote com-
mercial or proprietary services or products should con-
tact the Evolution conference about exhibitor space.

Review and acceptance of Software Bazaar submissions
will be on a rolling basis. The deadline for submission
is the morning of the first day of the conference (June
21). As the number of Software Bazaar presentation
slots is finite, we cannot guarantee the availability of
slots up until the day of the conference. We cannot
accept submissions until the open-source requirements
are met.

We ask all submitters of Software Bazaar presentations
to be willing to also serve as reviewers of such, as de-
scribed above.

Software Bazaar demonstrations are only 1 of 5 kinds
of contributed content that iEvoBio will feature. The
other 4 are: 1) Full talks (closed), 2) Lightning talks,
3) Challenge entries, and 4) Birds-of-a- Feather gath-
erings. The Calls for Challenge entries (http://-
ievobio.org/challenge.html ) and Lightning Talks (same
submission URL as above) remain open, and informa-
tion on the Birds-of-a-Feather session is forthcoming.

More details about the program and guidelines for con-
tributing content are available at http://ievobio.org.
You can also find continuous updates on the confer-
ence’s Twitter feed at http://twitter.com/iEvoBio .
iEvoBio is sponsored by the US National Evolutionary
Synthesis Center (NESCent) in partnership with the
Society for the Study of Evolution (SSE) and the Soci-
ety of Systematic Biologists (SSB). Additional support
has been provided by the Encyclopedia of Life (EOL).

The iEvoBio 2011 Organizing Committee: Rob Gu-
ralnick (University of Colorado at Boulder) (Co-chair)
Cynthia Parr (Encyclopedia of Life) (Co-chair) Dawn
Field (UK National Environmental Research Center)
Mark Holder (University of Kansas) Hilmar Lapp
(NESCent) Rod Page (University of Glasgow)

(*) iEvoBio and its sponsors are dedicated to promot-
ing the practice and philosophy of Open Source soft-
ware development (see http://www.opensource.org/-
docs/definition.php) and reuse within the research com-
munity. For this reason, software to be demon-
strated to conference attendees must be licensed
with a recognized Open Source License (see http://-
www.opensource.org/ licenses/), and be available for
download, including source code, by a tar/zip file ac-
cessed through ftp/http or through a widely used ver-
sion control system like cvs, Subversion, git, Bazaar, or
Mercurial. Authors are advised that

_

This message has been arbitrarily truncated at 5000 characters.
To read the entire message look it up at http://life.biology.-

mcmaster.ca/ brian/evoldir.html

Paris MorphologicalEvolution
Junl13-15

*** Paris Interdisciplinary PhD symposium - June 13-
15th, 2011, Paris - Registration deadline May 15th ***

Dear colleague,

We are pleased to announce the 2nd Paris Interdisci-
plinary PhD symposium, organized by PhD students of
the European interdisciplinary graduate school “Fron-
tiers in Life Sciences”.

This symposium aims at gathering young researchers
(master and PhD students, post-docs) from diverse
fields (biology, physics, chemistry, mathematics, com-
puter science, a) together with eminent researchers to


http://ievobio.org/faq.html#software
http://ievobio.org/faq.html#software
http://ievobio.org/challenge.html
http://ievobio.org/challenge.html
http://ievobio.org
http://twitter.com/iEvoBio 
http://www.opensource.org/docs/definition.php
http://www.opensource.org/docs/definition.php
http://www.opensource.org/
http://www.opensource.org/
http://life.biology.mcmaster.ca/~brian/evoldir.html
http://life.biology.mcmaster.ca/~brian/evoldir.html
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discuss and interact in a relaxing and friendly atmo-
sphere, at the heart of Paris (France).

The topic of this year is:
“Shapes in living systems”.

During the meeting, speakers will present their research
in a way accessible to scientists coming from different
backgrounds in order to lay grounds for relevant and ex-
citing discussions. Lectures will be supplemented with
thematic round tables, poster sessions and informal din-
ner discussions. Emphasis will be put on interactions,
discussions and exchanges of ideas between all partic-
ipants, students and lecturers alike, giving an oppor-
tunity for young scientists to create networks and get
in touch with the international speakers who will be
present.

For more information please visit the website of the
event: http://symposium.fdv-paris.org. In addition,
this website will also provide an easily-accessible plat-
form to foster interactions between participants before,
during and after the symposium, in particular via a
blog section.

The deadline for online registration to the symposium
is May 15th, 2011.

Please feel free to forward this information to anyone
interested.

We hope to see you in Paris in June!
Best regards,
The Paris Interdisciplinary PhD Symposium 2011 team

http://symposium.fdv-paris.org Confirmed speakers:
Jean-FranAJoanny, Institut Curie Jacques Prost, ES-
PCI Robert D. Goldman, NorthWestern University
Dennis Discher, University of Pennsylvania Eshel Ben-
Jacob, Tel-Aviv University Ron Eglash, Rensselaer
Polytechnic Institute, Audrey Bennett, Rensselaer
Polytechnic Institute Botond Roska, Friedrich Miescher
Institute Kumaran Ramamurthi, US National Cancer
Institute Patrick Eichenberger, New York University
Nicolas Thoma, Friedrich Miescher Institute Anthony
Herrel, MusA@©um National daHistoire Naturelle Ker-
wyn Casey Huang, Stanford University Linda Smith,
Indiana University

a and others a

— Paris Interdisciplinary PhD Symposium 2011 ED
474 Frontiers in Life Sciences http://symposium.fdv-
paris.org/ Movies of last edition of PIPS (2009) :
http://vimeo.com/album/1554718 Facebook < http:/-
/www.facebook.com/event.php?eid=157704287619668
>, Linked In< http://events.linkedin.com/Paris-
Interdisciplinary-PhD-Symposium/pub/634597 >and

tweets on QfdvPIPS

Paris Interdisciplinary PhD Symposium

<symposium@fdv-paris.org>

Porto Portugal AncientHumanDNA
Nov23-25

Dear Evoldir Members,

We are happy to announce that the ***call for
abstracts*** concerning the international conference
“COMPARING ANCIENT AND MODERN DNA
VARIABILITY IN HUMAN POPULATIONS” to be
held in Porto (Portugal), November 23-25, 2011 is now
open!

The aim of the conference is to compare the results
emerging everywhere about the genetic variability of
ancient populations with the modern variability of their
supposed descendants, or with populations inhabiting
the same region. Contemporary ancient DNA technol-
ogy allows the typing of several specimens and a pop-
ulation genetics approach of ancient and remote popu-
lations is now emerging. With this meeting we want to
give emphasis to this new dimension of ancient DNA
studies that equally challenges scholars working with
modern or ancient material.

For more details we invite you to check the fol-
lowing  website: http://www.mnhn.fr/mnhn/-
ecoanthropologie/Porto2011/Porto2011_index.html
Thank you!

Franz Manni and Jorge Rocha, convenors

Franz Manni <manni@Qmnhn.fr>

QueensUBelfast Systematics Jul4-8

*rxxx EARLY REGISTRATION CLOSES IN ONE
WEEK *****

8TH SYSTEMATICS ASSOCIATION BIENNIAL
QUEEN’S UNIVERSITY BELFAST 4-8 JULY 2011

Dear Colleagues,

We are pleased to announce that registration is open
for the 8th biennial conference of the Systematics As-


http://symposium.fdv-paris.org
http://symposium.fdv-paris.org 
http://symposium.fdv-paris.org/ 
http://symposium.fdv-paris.org/ 
http://vimeo.com/album/1554718 
http://www.facebook.com/event.php?eid=157704287619668
http://www.facebook.com/event.php?eid=157704287619668
http://events.linkedin.com/Paris-Interdisciplinary-PhD-Symposium/pub/634597
http://events.linkedin.com/Paris-Interdisciplinary-PhD-Symposium/pub/634597
http://www.mnhn.fr/mnhn/ecoanthropologie/Porto2011/Porto2011_index.html 
http://www.mnhn.fr/mnhn/ecoanthropologie/Porto2011/Porto2011_index.html 
http://www.mnhn.fr/mnhn/ecoanthropologie/Porto2011/Porto2011_index.html 
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sociation, held for the first time in Northern Ireland!

There is an exciting programme that includes both ple-
naries and thematic symposia, as well as a large number
of contributed sessions. Currently scheduled symposia
include:

- Next Generation Systematics - Studying Evolution
and Diversity in an Era of Ubiquitous Genomics -
Arthropod Systematics: are Morphology, Palacontol-
ogy and Molecules Coming Together? - Algal System-
atics: Where Next? - Advances in Using Museum Spec-
imens and Ancient DNA in Systematics Research

Symposia will include a mixture of talks from invited
speakers and other contributions. The Biennial also
presents excellent opportunities for contributed papers
on any aspect of systematics and is a great forum for
students and young researchers to present their work.
For further details, please see http://www.systass.org/-
biennial2011/ . On behalf of the conference organisers,
we hope to see you there!

Juliet Brodie, President James Cotton, Programme Of-
ficer Peter Olson, Treasurer Christine Maggs, Local Or-
ganiser

Sponsors: The Linnean Society of London, British Phy-
cological Society, Cambridge University Press, Genetics
Society, Queen’s University Belfast

James Cotton Wellcome Trust Sanger Institute, Well-
come Trust Genome Campus, Hinxton, Cambridge.
CB10 1SA UK

james.cotton@sanger.ac.uk 01223 494864

james.cotton@sanger.ac.uk

Roscoff France Coevolution Sep3-7
DeadlineMay20

We would like to inform you that the deadline for the
registration to the Jacques Monod Conference “Coevo-
lutionary arms race between parasite virulence and host
immune defense: Challenges from state of the art re-
search” 3-7 September 2011 Roscoff (France), has been
extended to May 20th.

A Jacques Monod Conference entitled “Coevolutionary
arms race between parasite virulence and host immune
defense: Challenges from state of the art research” will
be held at the Marine Station CNRS at Roscoft (France)
from 3rd to 7Tth September 2011.

The conference is organized by Gabriele Sorci (Dijon,
France) and Manfred Milinski (Ploen, Germany).

Deadline for application: May 20 2011
Registration fee (including board and lodging)
400 euros for PhD students

600 euros for other participants

Application for registration

The total number of participants is limited to 115 and
all participants are expected to attend for the whole
duration of the conference. Selection is made on the
basis of the affinity of potential participants with the
topics of the conference. Scientists and PhD Students
interested in the meeting should send:

their curriculum vitae the list of their main publications
for the 3 last years the abstract of their presentation

to the*Chairperson of the conference*
(Gabriele.sorci@Qu-bourgogne.fr) before the dead-
line. After it, the chairman will select the participants.
Except in some particular cases approved by the
Chairperson, it is recommended that all selected
participants present their work during the conference,
either in poster form or by a brief in- session talk. The
organizers choose the form in which the presentations
are made. No payment will be sent with application.
Information on how and when to pay will be mailed in
due time to those selected.

For further information please visit the following web
site (http://www.cnrs.fr/insb/cjm/2011 /sorci_e.html)

Gabriele Sorci (Gabriele.sorci@u-bourgogne.fr) and
Manfred Milinski (milinski@mail.evolbio.mpg.de)

gabriele.sorci@u-bourgogne.fr

Shanghai LifeScienceModelling
Sep25-30

Modelling in the Life Sciences, Shanghai 25-30 Septem-
ber 2011

Dear Colleagues,

On behalf of the programme committee, I am pleased
to anounce an International Conference on Modelling
in the Life Sciences. This will be held at Fudan Univer-
sity, Shanghai, China, on 25th - 30th September 2011.

The conference will cover a broad range of subjects


http://www.systass.org/biennial2011/ 
http://www.systass.org/biennial2011/ 
http://www.cnrs.fr/insb/cjm/2011/sorci_e.html
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that constitute or closely involve the Life Sciences, and
will include topics where mathematical modelling has
proven to be an indispensible way to gain understand-
ing and knowledge of the science.

Registration and the call for abstracts is now open; see

http://math.fudan.edu.cn/cesb/conll.htm  With re-

gards,
David.

David Waxman
www.dwaxman.com
<dwaxman.biology@gmail.com >

dwaxman.biology@gmail.com
David Waxman

Spain EvolutionEpigenetics
Sepl18-23

EPIGENETICS IN CONTEXT: FROM ECOLOGY
TO EVOLUTION CONFERENCE

Senior and emerging researchers including evolution-
ary ecologists, population geneticists and molecular epi-
geneticists are invited to apply for the **Epigenetics
in Context: From Ecology to Evolution Conference**.
This conference is organised by the European Science
Foundation (ESF) in partnership with the European
Molecular Biology Organization. The conference will
take place on **18 - 23 September 2011** in **Sant
Feliu de Guixols, Spain**.

Submission Deadline: **14 June 2011** **Grants
for Young and Early Stage Researchers avail-
able.** Further information can be found be-
low and at: [www.esf.org/conferences/11357](http://-
www.esf.org/index.php?id=7235)

**Epigenetics in Context: From Ecology to Evolu-
tion** **18 - 23 September 2011**

**Chaired by:** **Dr. Vincent Colot**, Ecole Nor-
male SupA(@©rieure Paris, FR **Dr. Oliver Bossdorf**,
University of Bern, CH

_We would very much appreciate it if you would cir-
culate this announcement among your colleagues and
contacts_

Programme

Ecological and Evolutionary FEpigenetics is a new
field of frontier research at the intersection between
molecular genetics and evolutionary ecology. Research
in this field is rapidly expanding because of the growing

realization that epigenetic processes, notably those
involving DNA methylation, might be much more
relevant for ecology and evolution than previously ac-
knowledged. This conference would, to the best of our
knowledge, be the first to bring together evolutionary
ecologists, population geneticists and molecular epige-
neticists, with the specific aim of setting ecological and
evolutionary epigenetics on a strong theoretical and
experimental footing. It will cover research on plants,
animals and humans. [[More]|(http://www.esf.org/-
activities/esf-conferences/details/2011/confdetail357 /-
357-preliminary-programme.html)

Invited speakers will include

**Malika Ainouche**, University of Rennes 1, FR
**David Baulcombe**, University of Cambridge, UK
**Justin Borevitz**, University of Chicago, US
**DA@©borah Bourcahis**, Institut Curie Paris, FR
**Vicki Chandler®*, University of Arizona, US **Car-
oline Dean** John Innes Center, UK **Regis
FerriAre**, Ecole Normale SupA@rieure Paris, FR
**Ueli Grossniklaus**, University of Zurich, CH **Car-
los Herrera**, EstaciA®n BiolA3gica de DoAzana
CSIC, ES **Eva Jablonka™* University of Tel-Aviv,
IL **Frank Johannes**, University of Groningen,
NL **Claudine Junien** INRA Jouy-en-Josas, FR
**Bill Kelly**, Emory University, US **Rob Mar-
tienssen**, Cold Spring Harbor Laboratory, US **Or-
trun Mittelsten Scheid**, Gregor Mendel Institute,
AT **Jerzy Paszkowski**, University of Geneva, CH
#*St A©phane Ronsseray**, University of Paris 6, FR
**Dirk Schiibeler**, Friedrich Miescher Institute, CH
**Koen Verhoeven**, Netherlands Institute of Ecology,
NL **Jason Wolf** University of Bath, UK

How to Participate

Attendance is possible only after successful application.
Full conference programme and application form ac-
cessible from [www.esf.org/conferences/11357](http://-
www.esf.org/index.php?id=7235).

A certain number of grants are available for students
and early stage researchers to cover the conference fee
and possibly part of the travel costs.

Closing date for applications: **14 June 2011**

European Science Foundation <conferences-

infoQesf.org>


http://math.fudan.edu.cn/ccsb/con11.htm 
http://www.dwaxman.com 
http://www.esf.org/index.php?id=7235
http://www.esf.org/index.php?id=7235
http://www.esf.org/activities/esf-conferences/details/2011/confdetail357/357-preliminary-programme.html
http://www.esf.org/activities/esf-conferences/details/2011/confdetail357/357-preliminary-programme.html
http://www.esf.org/activities/esf-conferences/details/2011/confdetail357/357-preliminary-programme.html
http://www.esf.org/index.php?id=7235
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Stockholm
EvolutionEnvironmentChange
Junl3

Dear EvolDir members,

We would like to invite you to a Symposium on Evo-
lutionary Genetics and Environmental Change. The
event will take place on Monday June 13th, 2011 be-
tween 9am-5pm at Stora Horsalen, the Swedish Mu-
seum of Natural History in Stockholm.

Invited speakers: Juha Merila, University of Helsinki,
Finland Ian Barnes, Royal Holloway University of Lon-
don, UK Thomas Gilbert, University of Copenhagen,
Denmark Nils Christian Stenseth, University of Oslo,
Norway Mattias Jakobsson, Uppsala University, Swe-
den Per Palsboll, Stockholm University, Sweden Jakob
Hoglund, Uppsala University, Sweden

Please register by sending an email with name and title
to: meetsymposium@gmail.com Registration deadline:
June 8th. Registration is not mandatory for attendance
but coffee/cake will be provided to those who register.

For more information and the detailed program please
follow the link: http://www.zoologi.su.se/Symposium-
Evolutionary_Genetics_and_Environmental Change.pdf
The event is organized by the Molecular Ecology and
EvoluTion forum (MEET).

Kind regards,

Eleftheria Palkopoulou, PhD student Molecular Sys-
tematics Laboratory Swedish Museum of Natural His-
tory Box 50007 SE-104 05 Stockholm SWEDEN Phone:
+46 (0)8 5195 5162

Eleftheria.Palkopoulou@nrm.se

UCalifornia SanFrancisco Evolution
and Cancer Jun3-5

We need you! Because both the process of carcino-
genesis and therapeutic resistance are evolutionary pro-
cesses among somatic cells, evolutionary biology is fun-
damental to cancer biology. However, cancer research

has suffered from a lack of evolutionary biologists. We
hope that you will join the field. A good way to start
would be with the following conference:

We are excited to announce the First biannual interna-
tional Evolution and Cancer Conference, June 3-5, 2011
at the University of California San Francisco (http://-
cancer.ucsf.edu/evolution/conference-2011). This con-
ference is being hosted by the new Center for Evo-
lution and Cancer at UCSF (http://cancer.ucsf.edu/-
evolution) and the Helen Diller Family Comprehen-
sive Cancer Center. Speakers include Robert Gatenby
(Moffitt Cancer Center), Carlo Maley (UCSF), Nicole
King (Berkeley), Douglas Brash (Yale), Brian Reid
(Fred Hutchinson Cancer Research Center), David
Haig (Harvard), Steven Quake (Stanford), John Pepper
(NCI), David Haussler (UCSC), Athena Aktipis (Ari-
zona State), John Tooby (UCSB), Steven Neuberg (Ari-
zona State), AJ Figueredo (U Arizona), Martie Hasel-
ton (UCLA) and Randolph Nesse (U Michigan).

Registration is required by May 25, but is free (http:/-
/cancer.ucsf.edu/evolution/conference-2011) and lunch
will be provided for registered participants. Questions
should be sent to ECC2011@evolutionandcancer.org.

Location and times: 9am-6pm, June 3, Mission Bay
Conference Center, Fisher Hall, University of Califor-
nia, San Francisco

9am-6pm, June 4-5 Mission Bay, Byers Hall, University
of California, San Francisco

Carlo C. Maley, Ph.D. Associate Professor Director,
Center for Evolution and Cancer Helen Diller Family
Comprehensive Cancer Center Department of Surgery
University of California, San Francisco 2340 Sutter St.
Box 1724 San Francisco, CA 94115

Carlo.Maley@ucsfmedctr.org

UCaliforniaSanFrancisco
EvolutionCancer Jun3-5

Evolution and Cancer Conference USCF June 3-5, 2011

First biannual international Evolution and Cancer Con-
ference To inaugurate the world’s first Center for Evolu-
tion and Cancer. Register by May 25th. No fee. 9am-
6pm, June 3, Mission Bay Conference Center, Fisher
Hall, UCSF 9am-6pm, June 4-5 Mission Bay, Byers
Hall, UCSF Leading scientists in the evolutionary biol-
ogy of cancer, theoretical biology and human evolution


http://www.zoologi.su.se/Symposium-Evolutionary_Genetics_and_Environmental_Change.pdf 
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will [...]

See http://evmedreview.com/?p=695 —

Dr. B. Crespi, FRSC Professor of Evolutionary Biol-
ogy Department of Biosciences Simon Fraser Univer-
sity, Burnaby BC V5A1S6 Canada 778 782 3533 phone

778 782 3496 fax http://www.sfu.ca/biology/faculty /-
crespi/ “crespi@sfu.ca” <crespi@sfu.ca>

USheffield EvolutionaryEcol
Sepl12-14

The abstract submission deadline for the 2011 meet-
ing of the British Ecological Society is 22nd May 2011.
Submit your abstract here:

http://www.britishecologicalsociety.org/meetings /-
current_future_meetings/2011_annual meeting /-
index.php This year’s meeting (12-14th September) is
at the University of Sheffield, UK.

An outstanding pair of keynote addresses and excit-
ing thematic sessions are on offer, including sessions
focused on evolutionary ecology:

Keynotes: BES Lecture: Prof. Jules Pretty Tansley
Lecture: Diana Wall

Thematic Topics: — Applying ecological research to ad-
dress food security and sustainable production — Peat-
land Ecosystems — ’Systems Ecology’ approaches to in-
fectious disease — Parasites and Invasion — The role
of soil ecological processes in ecosystem responses to
global change — The ecological causes of evolution —
Invasive Management

Don’t miss what is probably the largest meeting of ecol-
ogists in Europe!

a.beckerman@sheffield.ac.uk

UStAndrews Phylogeny Junl6

Dear Evoldir,

The first meeting of the Scottish Phylogeny Discussion
Group will be at the University of St Andrews on 16th
June 2011, 1 PM to 5:30 PM.

Professor Dannie Durand (Carnegie Mellon University)
will talk on “Detecting incomplete lineage sorting and
gene duplication in non-binary species trees”.

Her talk will be followed by several presentations by
researchers based more locally.

Attendance is free, but please register in advance. For
information and registration see:

http://biology.st-andrews.ac.uk/cegg/spdg Best

wishes,
Daniel

— Daniel Barker http://bio.st-andrews.ac.uk/staff/-
db60.htm The University of St Andrews is a charity
registered in Scotland : No SC013532

db60@st-andrews.ac.uk

UStAndrews Phylogeny Junel6

Dear Evoldir,
Final reminder -

The first meeting of the Scottish Phylogeny Discussion
Group will be at the University of St Andrews, UK, on
16th June 2011, 1 PM to 5:30 PM.

Professor Dannie Durand (Carnegie Mellon University)
will talk on “Detecting incomplete lineage sorting and
gene duplication in non-binary species trees”.

Her talk will be followed by several presentations by
researchers based more locally.

Attendance is free, but please register in advance. For
registration and further details, please see:

http://biology.st-andrews.ac.uk/cegg/spdg Thank
you,

Daniel

— Daniel Barker http://bio.st-andrews.ac.uk/staff/-
db60.htm The University of St Andrews is a charity
registered in Scotland : No SC013532

db60@st-andrews.ac.uk


http://evmedreview.com/?p=695 
http://www.sfu.ca/biology/faculty/crespi/ 
http://www.sfu.ca/biology/faculty/crespi/ 
http://www.britishecologicalsociety.org/meetings/current_future_meetings/2011_annual_meeting/index.php 
http://www.britishecologicalsociety.org/meetings/current_future_meetings/2011_annual_meeting/index.php 
http://www.britishecologicalsociety.org/meetings/current_future_meetings/2011_annual_meeting/index.php 
http://biology.st-andrews.ac.uk/cegg/spdg 
http://bio.st-andrews.ac.uk/staff/db60.htm 
http://bio.st-andrews.ac.uk/staff/db60.htm 
http://biology.st-andrews.ac.uk/cegg/spdg 
http://bio.st-andrews.ac.uk/staff/db60.htm 
http://bio.st-andrews.ac.uk/staff/db60.htm 

June 1, 2011 EvolDir

21

West Virginia MalariaEvolution
Augh-7

SECOND ANNOUNCEMENT

International Meeting on Malaria and Related Haemo-
sporidian Parasites of Wildlife

Friday August 5th V Sunday August 7th, 2011

National Conservation Training Center, Shepherd-

stown, West Virginia

Sponsored by the NSF Research Coordination Network
for Haemosporida of Terrestrial Vertebratesl

Organized by: Robert Fleischer and Ellen Martinsen,
Smithsonian Institution Ravinder Sehgal, San Fran-
cisco State University

Dear Colleagues,

The NSF-sponsored Research Coordination Network
for Haemosporida of Terrestrial Vertebrates invites you
to participate in a three-day meeting on Malaria and
Related Haemosporidian Parasites of Wildlife (http:/-
/malariarcn.org/conference). The meeting includes a
Plenary address by Dr. Andrew Read, and invited
Keynote talks by Drs. Jane Carlton, Sarah Knowles,
Robert Ricklefs, and Gediminas Valkiunas. There will
also be general paper and poster sessions, plus a tax-
onomy training session and roundtable discussions.

Topics for the meeting center around the Haemosporida
of wildlife and include: haemosporidian systematics
and genomics, species limits and definitions, generalist
versus specialist parasites, evolution of virulence, ge-
ographic distribution of vectors and hosts, host shifts
and emerging infectious diseases, parasite ecology, and
vector-parasite relationships.

The meeting will commence on Friday morning, Au-
gust 5th, with an optional half-day training session on
haemosporidian classical taxonomy. Keynote talks and
general paper and poster sessions will follow on Friday
afternoon, Saturday, and Sunday morning. The meet-
ing will end on Sunday afternoon, August 7th, with op-
tional roundtable discussions on Limits in the Haemo-
sporidians and Parasite Databases.

All food, lodging and meeting events will take place
at the US Fish & Wildlife Services National Conserva-
tion Training Center in Shepherdstown, West Virginia,
a site easily accessible through Washington, DC, area

airports.

Details, including conference logistics, an overview of
events, the program of invited speakers, and the call
for abstracts are available at http://malariarcn.org/-
conference. Further information can also be obtained
from the meeting organizers (email: MalariaRCNMeet-
ing@gmail.com).

The meeting will be preceded by a four-day workshop,
suitable for beginning investigators, on the field, mi-
croscopic, molecular, and analytical methods to study
haemosporidian parasites of wildlife. The workshop will
begin early Monday morning, August 1st and continue
through Thursday night, August 4th (email MalariaR-
CNWorkshop@gmail.com).

1 The Research Coordination Network for Haemo-
sporida of Terrestrial Vertebrates (RCN), sponsored
by the U. S. National Science Foundation and funded
through 2015 at the University of Missouri-St. Louis,
was established to promote communication among re-
searchers working on the ecology and evolution of
haemosporidian parasites of vertebrate wildlife popu-
lations (website: www.malariarcn.org).

“Fleischer, Robert” <FleischerR@si.edu>

Wuerzburg Germany
GermanGeneticsSociety Sep14-16

Dear colleagues and friends,

we kindly would like to inform you about the upcoming
abstract deadline for the Annual Conference of the Ger-
man Genetics Society (GfG) from 14 to 16 September
2011 in Wiirzburg, Germany.

The conference traditionally is a meeting point for sci-
entists and students from all fields of Genetics, includ-
ing evolutionary and population genetics. Leading ex-
perts will present latest developments and research re-
sults in plenary and parallel sessions. A comprehensive
poster exhibition will further promote the scientific ex-
change and discussions.

Detailed information, including preliminary program,
conference venue and abstract submission details can be
found following the link: http://www.conventus.de/-
index.php?id=genetics2011-home The full list of con-
ference topics include:

a Developmental genetics & Disease genetics a Epige-
netics a Evolutionary genetics & Molecular genetics a


http://malariarcn.org/conference
http://malariarcn.org/conference
http://malariarcn.org/conference
http://malariarcn.org/conference
http://www.malariarcn.org
http://www.conventus.de/index.php?id=genetics2011-home 
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Neuro- and behavioral genetics & Population genetics
and Genetic epidemiology

We welcome abstract submissions for one of these
topics in English language online until 1 June
2011 (http://www.conventus.de/index.php?id=-
genetics2011-registration).

Please do not hesitate to contact us for further informa-

tion and questions. We are looking forward to welcome
you in Wirzburg in September!

Prof. Dr. Karl Schmid University of Hohenheim email:
karl.schmid@uni-hohenheim.de

Dr. Bettina Harr Max-Planck Institute for Evolution-
ary Biology email: harr@evolbio.mpg.de

Bettina Harr <bettina.harr@Qmac.com>

GradStudentPositions

BangorU NGS biomonitoring
CEFEMontpellier Forestbiodiversity
EAWAG Switzerland Evolutionary Adaptation
Frankfurt FungalMetagenomics
Jena 8 EvolutionaryBiol
McGillU 2 ChipmunkEvolution
Montpellier MusSpeciation
UAmsterdam MycologyEvolutionCooperation
UBern AdaptiveRadiations
UCapeTown AvianSexualSelection
UExeter SexualSelection

BangorU NGS biomonitoring

PhD position:  Enhancing freshwater ecosystem
biomonitoring: defining and testing a next generation
sequencing biodiversity identification framework.

Applications are invited for a fully-funded PhD
studentship for full time study in the Molecular
Ecology and Fisheries Genetics Laboratory (http://-
mefgl.bangor.ac.uk), School of Biological Sciences, su-
pervised by Dr Simon Creer and Prof Gary Carvalho,
to start no later than October 2011.

Summary of project: Biological indicators are used
to estimate the state of the environment, in associ-
ation with management thresholds for management
action. The need for indicators is driven by global

UExeter ViralEvolution ................ ... ... .. 29
UHull Biologicallnvasions ......................... 29
ULaval Bacterial Adaptation ....................... 30
Umea PlantPopGenomics ......................... 31
UPortsmouth EvolutionPlantSignals ............... 31
URennes EvolutionaryBiol ........................ 32
USherbrooke AvianEvolution ...................... 33
UUppsala SexualDimorphismAgeing ............... 34
UWyoming SageGrouseEvolution .................. 35
WWU Munster PlantCoevolution ................. 35
initiatives in addition to European legislation. The

UK Environment Agency (EA) mandatorily moni-
tors the health of freshwater ecosystems throughout
Wales. However, traditional monitoring approaches
suffer from the identification bottleneck problem (e.g.
lack of species-level resolution and the mismatch be-
tween ecosystem diversity and traditional morpho-
logical taxonomy). At the MEFGL we have re-
cently developed a DNA-based biodiversity identifica-
tion (metagenetic) approach that facilitates the iden-
tification of biodiversity on a massive scale using
next generation sequencing (http://www.nature.com/-
ncomms/journal/v1/n7/abs/ncomms1095.html). Such
approaches may be employed to enhance the field of
biomonitoring, following the establishment of a DNA
reference library. In this project, in collaboration with
the Environment Agency (http://www.environment-
agency.gov.uk/) we will populate a DNA reference li-
brary for up to 200 macroinvertebrate indicator species
and test the metagenetic approach using controlled con-


http://www.conventus.de/index.php?id=genetics2011-registration
http://www.conventus.de/index.php?id=genetics2011-registration
http://mefgl.bangor.ac.uk
http://mefgl.bangor.ac.uk
http://www.nature.com/ncomms/journal/v1/n7/abs/ncomms1095.html
http://www.nature.com/ncomms/journal/v1/n7/abs/ncomms1095.html
http://www.environment-agency.gov.uk/
http://www.environment-agency.gov.uk/
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ditions. Full funding and project details can be ac-
cessed here http://www.higherskillswales.co.uk/kess/-
vacancies.php.en  Summary of school: The success-
ful applicant will join the large, thriving team in the
MEFGL within the School of Biological Sciences Molec-
ular Ecology and Evolution Group, one of the largest
research areas within the University. Housed within the
new Environment Centre Wales Building, the MEFGL
benefits from fully equipped molecular labs, newly re-
furbished aquarium facilities and advanced bioinfor-
matic analysis capability.

Bangor is located in North West Wales, situated in an
area of outstanding natural beauty between Snowdonia
National Park and the sea (http://www.bangor.ac.uk/-
bangortv/bangorandthearea.php). International links
are facilitated easily via both Liverpool and Manchester
airports.

The studentship includes a tax free maintenance
grant of 14k per annum, with full-time fees paid
and additional allowances. A requirement of the
studentship is a minimum 30-day non-remunerated
work placement per annum. More information
on the studentship and application process can be
found at www.higherskillswales.co.uk/kess The po-
sition has some fairly specific eligibility require-
ments (c.f.  below). Informal enquiries regard-
ing these and the project should be addressed to
Dr. Simon Creer (s.creer@bangor.ac.uk; http://-
mefgl.bangor.ac.uk/si.php) in the first instance.

The closing date for formal applications will be 20th
May 2011 and short-listed applicants will be required to
attend an interview, initially scheduled to occur within
the week of 6th-10th June, with an anticipated start
date of no later than October 2011.

Eligibility To be eligible to participate in the KESS pro-
gramme, prospective students must be resident in the
Convergence Area (West Wales and the Valleys) on ap-
plication, and be able to work in the Convergence Area
upon completion of the scholarship.

Knowledge Economy Skills Scholarships (KESS) is a
pan-Wales higher level skills initiative led by Bangor
University on behalf of the HE sector in Wales. It is
part funded by the Welsh Assembly Governments Eu-
ropean Social Fund (ESF) convergence programme for
West Wales and the Valleys.

— Simon Creer Senior Research Fellow Molecular Ecol-
ogy and Fisheries Genetics Lab Environment Centre
Wales Building School of Biological Sciences Bangor
University Bangor Gwynedd LL57 2UW UK

+1248 382302
Page: http:/-

e-mail:
Fax:

s.creer@bangor.ac.uk Tel:
+1248 382569 Home

/mefgl.bangor.ac.uk/si.php “Creer,Simon”

<s.creer@bangor.ac.uk>

CEFEMontpellier Forestbiodiversity

Title: Forest biodiversity and ecosystem functioning

Objectives: With an unprecedented effort at the Eu-
ropean level, the EU project FunDivEUROPE (Func-
tional significance of forest biodiversity in Europe,
http://www.fundiveurope.cu) funded within the FP7
ENVironment will examine the multifunctional role
(e.g. productivity, carbon and nutrient cycling, wa-
ter cycling, forest pest resistance) of tree diversity for
forest ecosystem functioning. This will be done by in-
corporating existing tree diversity experiments where
tree species have been experimentally planted at dif-
ferent diversity levels, and the establishment of exper-
imental plots within naturally occurring tree diversity
gradients in six different regions of Europe harboring
distinct forest ecosystems types (boreal forest - Fin-
land ; mixed broadleved-coniferous forest - Bialowieza,
Poland ; montane mixed broadleaved-coniferous forest-
Romania ; temperate broadleaf forest - Germany ; sub-
mediterranean deciduous forest - Italy ; mediterranean
evergreen forest - Spain). The PhD thesis advertised
here will focus on carbon and nutrient recycling dur-
ing decomposition of aboveground plant litter across
the different forest ecosystems.The two main questions
asked in this PhD project are 1) how does tree diver-
sity affect decomposition of organic matter as a ma-
jor determinant of the ecosystem C cycle and nutrient
fluxes, and 2) whether this biodiversity effect differs
among major European forest ecosystems and to what
extent these differences are related to climatic condi-
tions. This PhD thesis contributes to an integrative
view of the importance of tree diversity for the produc-
tivity and stability of European forest ecosystems under
climate change. Please contact Stephan Hattenschwiler
(stephan.hattenschwiler@cefe.cnrs.fr) for further de-
tails.

Funding/Supervisors: A 3-year PhD salary (starting
in fall 2011) is available from the 4-year Euro-
pean research grant FunDivEUROPE. The PhD
project is supervised by Stephan Hattenschwiler
(Centre d’Ecologie  Fonctionnelle et Evolutive,
CEFE-CNRS Montpellier) http://www.cefe.cnrs.fr/-
fe/staff/Stephan_Hattenschwiler.htm — and  Michael
Scherer-Lorenzen (University of Freiburg, Germany)


http://www.higherskillswales.co.uk/kess/vacancies.php.en 
http://www.higherskillswales.co.uk/kess/vacancies.php.en 
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http://www.biologie.uni-freiburg.de/data/bio2/-
geobotanik /Scherer-Lorenzen/index.html . Applica-
tions: Applications including CV, letter of motivation
and two letters of recommendation from supervi-
sors of previous projects should be send to Stephan
Héttenschwiler.  The successfull candidate should
be trained in at least one of the scientific fields of
plant ecology, functional ecology, biogeochemistry, or
soil ecology. He/she should also be experienced in
experimental approaches, should work easily in a team,
take responsability and contribute to a collaborative
research effort. He/she should be willing to travel
across Europe for field work, and should have an
exceptional capacity to communicate in English.
Experience in chemical analyses, and knowledge in
the statistical analysis of complex data sets would be
welcome.

Dr. Stephan Hattenschwiler Center of Functional Ecol-
ogy and Evolution CEFE-CNRS 1919, route de Mende
F-34293 Montpellier cedex 5

New phone and fax number!  Tel.  +33 (0)4
67 61 32 36 Fax +33 (0)4 67 61 33 36 email:
stephan.hattenschwilerQcefe.cnrs.fr

http://www.cefe.cnrs.fr/fe/staff/-
Stephan_Hattenschwiler.htm ESF EuroDIVER-

SITY  project: http://biocycle.cefe.cnrs.fr/
stephan.hattenschwiler@Qcefe.cnrs.fr

EAWAG Switzerland
Evolutionary Adaptation

Eawag, the Swiss Federal Institute of Aquatic Science
and Technology, is a Swiss-based and internationally
networked aquatic research institute within the ETH
domain (Swiss Federal Institute of Science and Technol-
ogy). It is committed to the ecologically, economically
and socially responsible management of water resources
and aquatic ecosystems.

The Department of Aquatic Ecology seeks a Ph.D. stu-
dent to study

Eco-evolutionary responses of stream insects to glacial
retreat

Climate change induced glacial retreat is occurring
rapidly and in a replicated fashion (i.e. over multi-
ple catchments and continents), providing a natural
experiment for studying organismal and species diver-
sity responses to environmental change. The primary

objective of the project is to understand the determi-
nants of alpine stream macroinvertebrate responses to
climate change induced glacial recession. The study
will be conducted in replicated glacial systems within
Switzerland and focuses on intraspecific phenotypic and
genetic variation using experimental and population ge-
netics approaches, in combination with spatio-temporal
patterns in species distribution in nature.

The Department of Aquatic Ecology is situated in
Dibendorf (near Ziirich) and offers an international
and dynamic environment with broad expertise in ecol-
ogy and evolution. The working language is English.
The project is conducted in collaboration with Dr.
Katja Réasadnen and Dr. Irene Keller, Deptartement of
Aquatic Ecology, Eawag, Switzerland. A diploma or
M.Sc. (or equivalent) degree in biology or related area
is mandatory. The ideal candidate has a strong interest
in evolutionary ecology, previous experience in popula-
tion genetics and/or experimental studies and is able
to conduct field work under (occasionally) challenging
conditions.

The target starting date for the position is September
2011. The application should include an application
letter (with a statement of research interests and rel-
evant experience), a CV and a list of publications (if
any), copies of academic qualifications and the names
and e-mail addresses of three referees. The deadline for
applications is June 6, 2011.

Applications must be submitted with the online-
application tool, using the following link: http://-
internet1.refline.ch/673277/0048 /++publications++/-
1/index.html  For  further information consult
www.eawag.ch or contact PD Dr.  Chris Robin-
son (robinson@eawag.ch).

“Rasanen, Katja” <Katja.Raesaenen@eawag.ch>

Frankfurt FungalMetagenomics

PhD: Frankfurt.Fungal metagenomic

TheSchmitt laboratory at the Biodiversity and Climate
Research Centre (BiK-F)Frankfurt, Germany, offers
the position of a PhD student “Fungal communities on-
poplar” [Ref.#C44]. The successfulcandidate will have
a Master of Science (MSc) or equivalent in evolution-
arybiology, molecular biology, molecular ecology or re-
lated fields, and a stronginterest in plant-fungal inter-
actions, mycology. Experience in molecularlaboratory


http://www.biologie.uni-freiburg.de/data/bio2/geobotanik/Scherer-Lorenzen/index.html 
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techniques and DNA sequence analysis, next generation
sequencing,bioinformatics and statistics are an advan-
tage. Furthermore, good written andoral communica-
tion skills in English, teamwork skills, the willingness
to writeresearch-funding proposals and to learn some
German are essential for arewarding research. Working
language will be English.

We are applyingmetagenomics techniques to questions
of evolution, climate change and fungalcommunity com-
position. The focus of this position will be on the en-
vironmentalinfluences and evolutionary processes act-
ing on the communities of leafassociated fungi in bal-
sam poplar. You will use standard molecular genetic-
stechniques as well as next-generation sequencing tech-
nology. Within theBiodiversity and Climate Research
Centre you will have ample opportunities tointeract and
collaborate with faculty, postdocs and PhD students
specializingin a variety of topics, such as biogeogra-
phy, phylogenetics, macroecology,genomics, modeling,
and bioinformatics. Frankfurt am Main is an attractive
cityin beautiful surroundings, with a multicultural pop-
ulation, and manyeducational and recreational oppor-
tunities. The Research Centre BiK-F advocates gender
equality. Women and other underrepresented groups are
strongly encouraged to apply.Equally qualified severely
handicapped applicants will be given preference. The
contract shall start on August 15 2011 and will be lim-
ited to threeyears. The start date is somewhat flexible.
Salary and benefits are accordingto a public service po-
sition in Germany (TV-H E 13, 50%). The employer is
theSenckenberg Gesellschaft fuer Naturforschung, the
place for work is Frankfurt am Main, Germany. Please
send yourapplication by e-mail attachment, mention-
ing the reference of this position(#C44) and including
(1) a letter outlining your interest in this kind ofre-
search, and your suitability for the post, (2) a detailed
CV, (3) contactdetails of 2 referees and (4) a copy of
your thesis and other relevant exams:Prof. Dr. Dr.
h.c. V. Mosbrugger, Scientific Coordinator Biodiversity
andClimate Research Centre, Senckenberganlage 25, D-
60325 Frankfurt am Main,Germany. E-mail to Service
and Finances: recruiting@senckenberg.de. Review of
applications will begin on Julyl, 2011, and continue
until a suitable candidate is identified.

Informal inquiries to Imke
(imke[dot]schmitt[at]senckenberg[dot]de)
application are welcome.

imke[dot]schmitt[at]senckenberg[dot]de

Schmitt
before the

Jena 8 EvolutionaryBiol

8 PhD fellowships in Jena, Germany, available The
International Max Planck Research School (IMPRS)
“The Exploration of Ecological Interactions with
Molecular and Chemical Techniques” in Jena, Ger-
many, is offering 8 PhD fellowships beginning in Jan-
uary 2012. 15 different projects are available including
4 projects with a strong evolutionary focus. Students
holding a Master’s degree (or equivalent) in molecular
biology, ecology, zoology, microbiology, chemistry, bio-
chemistry and neuroethology, with a proven record of
success in one of the disciplines and interest in exam-
ining ecological interactions, are eligible to conduct a
doctoral project within the IMPRS. Deadline for appli-
cations is June 26, 2011. For detailed information on
the IMPRS, projects offered and the application proce-
dure please check our website http://imprs.ice.mpg.de
Karin

Karin Groten <kgroten@ice.mpg.de>

McGillU 2 ChipmunkEvolution

We are seeking two highly motivated PhD students to
join our multidisciplinary research team working on dif-
ferent aspects of eastern chipmunks (Tamias striatus)
evolutionary ecology in Southern Quebec, Canada.

The candidates will work with researchers from McGill
University (Murray Humphries), Univ. of Sherbrooke
(Dany Garant and Fanie Pelletier) and UQAM (De-
nis Réale) on a research project investigating the fac-
tors maintaining phenotypic and genetic variation in
the wild. More specifically, depending on the interests
of the candidates, different projects are available in-
tegrating aspects of behaviour, ecophysiology, genetics
and population dynamics of chipmunks.

The fieldwork will take place 3-4 months each summer
in southern Quebec. Ideally, the candidate will have
previous research and fieldwork skills (MSc in biology or
equivalent), and experience in handling of small mam-
mals would also be an advantage.

The positions are open and funded for three years as
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soon as September 2011. Please apply by sending
your CV, including the email addresses of two refer-
ees, and a letter of motivation by 15 August 2011 to
manuelle.landry-cuerrier@mcgill.ca. Candidates that
are eligible to apply for scholarships from NSERC
(Canada), FQRNT (Quebec) or international sources
will be given priority.

Dany Garant Associate Professor Department of Biol-
ogy University of Sherbrooke Sherbrooke QC J1K 2R1
Canada

Tel: (819) 821-8000 ext.63198 Fax: (819) 821-8049
Courriel: Dany.Garant@USherbrooke.ca

http://pages.usherbrooke.ca/dgarant/
dany.garant@usherbrooke.ca

Montpellier MusSpeciation

PhD Research project Genomics of speciation in the
house mouse

We invite applications for a PhD research project on the
*genomics of speciation in the house mouse*, Montpel-
lier, France.

The PhD project will be part of a French Research
Council ANR-funded project which involves scientists
from the UK, USA and France and which addresses the
mechanisms of sexual isolation between the two FEuro-
pean subspecies of the house mouse. The student will
more specifically look at the genetic basis of adaptive
sexual isolation by developing population genomics ap-
proaches which will make use of next generation se-
quencing and associated high throughput methods (see
references below).

We seek for a highly-motivated student with a strong
interest in evolutionary biology and evolutionary ge-
netics, and curiosity for the field of speciation research.
Experience in molecular lab techniques would be an
advantage, and skills in or interest for bioinformat-
ics/programming would be a plus. Through this topic
highly tuned towards key questions in evolutionary bi-
ology and cutting edge genomic techniques, the PhD
candidate will have a unique opportunity to acquire im-
portant skills and gain experience in this fast-evolving
field of research.

Project key words: speciation, natural and sexual se-
lection, population genomics, assortative mating, ge-
nomics of adaptation, genomics of complex behaviours,

Next Generation Sequencing, house mouse

The PhD candidate will be based at the Institute for
Evolutionary Biology - CNRS, Montpellier and will be
supervised by Dr. Carole Smadja and Dr. Pierre Bour-
sot. The Institute for Evolutionary Biology is a world-
leading centre for excellence in evolutionary biology and
is part of dynamic network of research departments
which participate to the outstanding scientific environ-
ment in biodiversity research in Montpellier.

Criteria of eligibility : candidates must be citizen of a
country member of the European Union or must have
been awarded a Master degree or equivalent in a EU
country or one of the following EU Partner countries
: Andorra, Bulgaria, Croatia, Russia, Iceland, Norway,
Roumania, Swissland, Turkey and Vatican. Applicants
must hold a Master degree or equivalent.

Application To apply, please send a complete
CV, letter of motivation, names of 2 referees as
a single pdf file to carole.smadja@univ-montp2.fr or
Pierre.boursot@univ-montp2.fr Deadline for applica-
tion: **7 June 2011**. Candidates are strongly en-
couraged to make informal contact with Carole Smadja
by email before this deadline in order to get important
information about the application procedure. Short-
listed candidates will be invited for an interview in
Montpellier, France, 4 - 8 July 2011.

References from the research group related to the
project: Boursot, P. et al., 1993. The Evolution of
House Mice. Annual Review of Ecology and System-
atics, 24(1), pp.119-152. Boursot, P. et al., 1996. Ori-
gin and radiation of the house mouse: mitochondrial
DNA phylogeny. Journal of Evolutionary Biology, 9(4),
pp-391-415. Smadja, C. & Ganem, G. 2002 Subspecies
recognition in the house mouse: a study of two pop-
ulations from the border of a hybrid zone. Behavioral
Ecology 13, 312-320. Smadja, C., Catalan, J. & Ganem,
G. 2004 Strong premating divergence in a unimodal hy-
brid zone between two subspecies of the house mouse.
Journal of Evolutionary Biology 17, 165-176. Raufaste,
N., Orth, A., Belkhir, K., Senet, D., Smadja, C., Baird,
S. J. E., Bonhomme, F., Dod, B. & Boursot, P. 2005
Inference of selection and migration in the danish house
mouse hybrid zone. Biological Journal of the Linnean
Society 84, 593-616. Smadja, C. & Ganem, G. 2005
Asymmetrical reproductive character displacement in
the house mouse. Journal of Evolutionary Biology 18,
1485-1493. Smadja, C. & Ganem, G. 2008 Divergence
of odorant signals within and between the two Euro-
pean subspecies of the house mouse. Behavioral Ecol-
ogy 19, 223-230. Stapley, J., Reger, J., Feulner, P. G.,
Smadja, C., Galindo, J., Ekblom, R., Bennison, C.,
Ball, A. D., Beckerman, A. P. & Slate, J. 2010 Adapta-
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tion Genomics: the next generation. Trends in Ecology
& Evolution.

-  Dr. Carole Smadja CNRS researcher
Chargée de recherche CNRS http://www.carole-
smadja.staff.shef.ac.uk/ — Institut des Sciences de

I'Evolution cc065, Université Montpellier 2 34095
Montpellier France Phone: +33 (0)4 67 14 92 70 —

carole.smadja@univ-montp2.fr

UAmsterdam
MycologyEvolutionCooperation

PhD position: Mutualisms in a changing world
Vacancy number: 1.2011.00124

A PhD position is available at the Department of Eco-
logical Science, Faculty of Earth and Life Sciences, Vrije
Universiteit Amsterdam.

Mutualisms - cooperative interactions between species
- are central to the survival and reproduction of most
organisms on earth. Despite their ubiquity, explaining
the evolutionary persistence of mutualisms remains one
of the greatest challenges for evolutionary biology. This
PhD position will utilize the arbuscular mycorrhizal
mutualism to ask how ecological context modifies the
evolutionary trajectory of plant and fungal partners.

Tasks Daily tasks will involve work in greenhouses, lab-
oratories and with fungal culturing. Student must have
an excellent knowledge of spoken/written English. No
prior knowledge of Dutch is required. The project will
be completed with papers in scientific journals and
a PhD Thesis. Our group is a multidisciplinary, in-
ternational team of ecologists, evolutionary biologists
and plant physiologists. The student will be primarily
housed in the Institute of Ecological Science, Vrije Uni-
versiteit. Funding will be provided for the student to
travel to labs of other team members (France, Switzer-
land, USA, etc) to learn new techniques.

Requirements Candidates should have a Master’s in
biology, ecology & evolution, microbiology, or related
fields. Experience in molecular biology, evolution-
ary game theory, isotope labeling, rhizosphere studies
and/or plant physiology is a plus.

Further particulars The appointment will be initially
for 1 year. After satisfactory evaluation of the initial
appointment, it can be extended for a total duration of
4 years. You can find information about our excellent

fringe benefits of employment at www.workingatvu.nl
Salary The salary will be in accordance with university
regulations for academic personnel, and amounts euro
2.042,- gross per month in the first year up to euro
2.612,- in the fourth year (salary scale 8.5) based on a
full-time employment.

Information For additional information please contact:
prof. dr. Toby Kiers Phone number +31 (0)20 5987085

E-mail: toby.kiers@falw.vu.nl

Application Applicants are requested to write a letter
in which they describe their abilities and motivation,
accompanied by a curriculum vitae and one or two ref-
erences.

It is possible to apply by e-mail. Send applications to:
falw-vacatures@falw.vu.nl

Please cc: toby.kiers@vu.nl

Please mention the vacancy number in the e-mail
header

toby.kiers@vu.nl

UBern AdaptiveRadiations

PhD positions at the University of Bern - Population
Genomics of Adaptive Radiation

Two PhD positions are available in the Institute of
Ecology & Evolution, University of Bern, Switzerland.

The projects will investigate the population genomics
of adaptation and speciation in adaptive radiations.
We will investigate different stages in the progression
of adaptive radiation, from invasion of a new adap-
tive zone to speciation and niche partitioning. We are
using two of the best vertebrate systems available to-
day for this purpose: East African cichlids and Three-
spined stickleback. High-throughput next-generation
sequencing, specifically RAD tag sequencing, on an Il-
lumina HiSeq platform, will be used to study the sig-
natures of selection, gene flow, reproductive isolation
and hybridization, as well as the genomic architectures
of adaptation and speciation. Our approach combines
comparative population genomics with natural varia-
tion in the process of adaptation and speciation in repli-
cate adaptive radiations.

We are looking for strongly motivated candidates eager
to address cutting-edge questions in evolutionary biol-
ogy, to analyse NGS data and develop and apply bioin-
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formatics in an evolutionary genetics context. Candi-
dates have a Masters degree in Biology or Bioinformat-
ics and should possess an aptitude to work with very
large data sets, strong desire to develop new analytical
methods, and ability to work in team. Ideal candidates
will have either a strong grounding in evolutionary bi-
ology with experience in programming and genetic data
processing, or a strong grounding in bioinformatics or
computer science with interest in evolution.

Both students will be supervised by Ole Seehausen, Ar-
jun Sivasundar (Aquatic Ecology Division) and Lau-
rent Excoffier (Population Genetics Division). Aquatic
Ecology has its labs in Bern and at the Center for
Ecology, Evolution & Biogeochemistry of Eawag in
Kastanienbaum. Population Genetics has its labs in
Bern. For details see our homepages at http://-
www.iee.unibe.ch/content/index_eng.html and http://-
www.eawag.ch/forschung/cc/ceeb/index EN. The stu-
dents will also enroll in our new SNSF doctoral program
in Population Genomics (http://www.unil.ch/pg) and
benefit from its activities.

Both positions are available to start immediately.
Salary will be according to SNSF guidelines. Ap-
plication deadline is May 13th, but applications will
be considered until the positions are filled. Please
send an application letter, CV and contact infor-
mation of two references to Susanne Maurer (Su-
sanne.maurer@iee.unibe.ch)

For inquiries please write to either Ole See-
hausen (ole.seehausen@eawag.ch) Laurent Excoffier
(laurent.excoffier@iee.unibe.ch)

Ole.Seehausen@eawag.ch

UCapeTown AvianSexualSelection

Could you please post the advert below. Many thanks

*MSc research at the Percy FitzPatrick Institute of
African Ornithology, Department of Zoology, Univer-
sity of Cape Town***

*Project: Dominance, sexual selection and conflict res-
olution in a cooperative species, the sociable weaver*

We invite applications for the above full-time study
opportunity at the FitzPatrick Institute, a world-
renowned, national Centre of Excellence (CoE) in or-
nithological research with a strong emphasis on post-
graduate studies.

The MSc student will integrate an international group
of researchers investigating cooperation in sociable
weavers /Philetairus socius/ near Kimberley, South
Africa.

Sociable weaver individuals cooperate to build a mas-
sive communal nest structure and to raise young. How
is this cooperation achieved and how do individuals de-
cide whether to cooperate or to defect? One explana-
tion for cooperation is kin selection, but this unlikely
explains the maintenance of 'public goods’ that concern
a whole group rather than just kin.

This study will investigate the role of dominance and
sexual selection in cooperation and conflict resolution in
the sociable weaver. We will examine two behaviours:
cooperative nest building and cooperative breeding.
The study will involve extensive behavioural observa-
tions to establish dominance hierarchies and whether
there is social segregation or competition for access to
specific communal tasks (such as helping at the nest or
nest-building activities). In addition, we will investi-
gate the role of melanin-based plumage signals in both
males and females.

The successful applicant will have a BSc Honours or
equivalent, relevant ornithological field experience and
a demonstrated ability to work independently.The stu-
dent should have a strong interest in pursuing theoreti-
cal questions in behavioural ecology and motivation for
conducting demanding fieldwork. Experience in han-
dling birds and behavioural observations are important
advantages.

Funding is secured for an annual R75 000 CoE bursary
for two years and for project running costs.

To apply, please send a CV (including your academic
record & names and contact details of three refer-
ees) and a short motivation for why you wish to
undertake this research to Hilary Buchanan at hi-
lary.buchanan@uct.ac.za. For more information on the
FitzPatrick Institute visit www.fitzpatrick.uct.ac.za
For more information on the project, please contact:
Dr Rita Covas (rita.covas@mail.icav.up.pt) or Dr René
van Dijk (R.van.Dijk@sheffield.ac.u)

*/Closing date: 1 July 2011/*

UCT is committed to the pursuit of excellence, diver-
sity and redress. Students granted an award to study
at UCT are required to comply with the UCT official
and approved policies on postgraduate funding.

Rita Covas <rita.covas@gmail.com>
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UExeter SexualSelection

A PhD position to work on genotype by environment
interactions at the University of Exeter is being adver-
tised. Successful applicants will work with Professor
David Hosken and Associate Professor John Hunt us-
ing Drosophila simulans as a model. The position is
only open to UK residents. For more details see:

http://www.exeter.ac.uk/studying/funding/award /-
index.php?id=781 And feel free to contact us for more
information. Best David

Prof DJ Hosken Chair in Evolutionary Biology Direc-
tor, Centre for Ecology & Conservation Biosciences,
College of Life & Environmental Sciences University
of Exeter, Cornwall Campus Tremough, Penryn, TR10
9EZ UK

d.j.hosken@exeter.ac.uk 01326 371843  http://-
biosciences.exeter.ac.uk/staff/index.php?web_id=-
david_hosken DJ Hosken <D.J.Hosken@Qexeter.ac.uk>

UExeter ViralEvolution

Fully funded PhD position: Modelling viruses in the
marine ecosystem. University of Exeter.

A PhD position is available with Dr Hywel Williams
in Biosciences, College of Life and Environmental Sci-
ences at the University of Exeter (Streatham Campus,
Exeter) to commence October 2011. The studentship
will cover UK/EU tuition fees for three years, plus an
annual stipend of £13,590pa for three years.

Viruses are the most abundant replicating entities on
the planet, with an estimated 10731 viruses in the
oceans alone. Marine viruses have a number of inter-
esting roles in marine ecosystems, including as a signif-
icant agent of plankton mortality, as carriers of genes
between microbial hosts, and as drivers of evolution-
ary change. However, viruses are not currently well
represented (or often not represented at all) in marine
ecosystem models, so it is hard to quantify the impacts
of viruses on ecosystem function. This has significant
implications for predictions of the marine carbon cycle
and its response to global change.

This fully funded project will develop theoretical mod-
els of viruses in the marine ecosystem, in order to better
understand their role in ecology, evolution and ecosys-
tem function. The student will join a research team
that is seeking to understand marine microbial ecology
and evolution through the use of sophisticated com-
puter simulations. A key goal of this work is to un-
derstand the response of marine ecosystems to global
change.

This project offers the opportunity to work in the im-
portant and fast-developing area of marine ecosystem
research. The student will develop generic skills in
computational modelling of complex systems, as well
as domain-specific knowledge of the marine microbial
ecosystem. The ideal candidate will have a strong back-
ground in mathematics, physics, computer science or
another quantitative discipline, as well as a keen inter-
est in biology and environmental science. Within the
broad remit described above there is some flexibility for
the student to direct their own research and we welcome
relevant project proposals.

http://www.exeter.ac.uk/studying /funding/award /-
index.php?id=774 Contact: Hywel Williams
(h.williams@uea.ac.uk)

H.Williams@Quea.ac.uk

UHull Biologicallnvasions

Fully funded NERC PhD studentship Predicting bio-
logical invasions: a phylogenetic approach

Department of Biological Sciences University of Hull

Supervisor: Dr. Isabella Capellini Co-Supervisors: Dr.
Chris Venditti, Dr Darren Evans

We are inviting applications for this NERC-funded PhD
studentship to commence in October 2011.

Aim of the project Non-native ’invasive’ species are one
of the major causes of the loss of native biodiversity,
can alter ecosystem dynamics, and lead to considerable
economic impacts. The strategies to cope with inva-
sive species are often planned after the invader is well
established and has colonized large areas; as a result
the costs of eradication are high and often impracti-
cal. Preventing invasion is therefore the best strategy
to avoid longterm environmental damage and economic
costs. However, predicting potential invaders before
they colonize habitats is at present a poorly resolved


http://www.exeter.ac.uk/studying/funding/award/index.php?id=781 
http://www.exeter.ac.uk/studying/funding/award/index.php?id=781 
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task. This project will systematically test what biolog-
ical characteristics known invaders share across a range
of phylogenetic lineages, from plants to vertebrates and
invertebrates, using cuttingedge phylogenetic compar-
ative methods. The project will provide (i) compre-
hensive answers to the key question of what biological
traits successful invaders share and identify potential
differences across lineages and ecosystems; (ii) a much
needed screening tool for predicting the potential for
successful invasion of species introduced in the UK; and
(iii) fundamental information for assessing the invasive
potential of species under different scenarios of climate
change.

Working at the cutting edge of ecology and evolution-
ary biology within the Department of Biological Sci-
ences, the student will acquire cutting edge statistical
methods, fundamental theoretical knowledge and criti-
cal thinking skills within a highly stimulating and lively
research environment. The project will also address a
key problem in conservation biology with potential ap-
plications for policy-makers and land managers.

How to apply Entry requirement. A first degree (at
least an Upper Second Class Honours or equivalent) in
biology, ecology, conservation biology or related disci-
pline. A Masters degree in a relevant discipline will be
an advantage.

Eligibility. Please refer to the NERC eligibil-
ity criteria http://www.nerc.ac.uk/funding/available /-
postgrad/eligibility.asp ~ Application procedure. To
apply a apply a CV, covering letter and names
of 2 referees should be sent to Sarah Richards
(S.Richards@hull.ac.uk) by 6th June 2011.

To apply a apply a CV, covering letter and names
of 2 referees should be sent to Sarah Richards
(S.Richards@hull.ac.uk) by 6th June 2011.

Informal  enquiries  to: Isabella  Capellini

(I.Capellini@qub.ac.uk).
- — Isabella Capellini, PhD Lecturer in Ecology

4 NOTE CHANGE OF ADDRESS FROM 1st AU-
GUST 2011 ***

Department of Biological Sciences University of Hull
Cottingham Road, Kingston-upon-Hull HU6 7TRX, UK

— Present address

School of Biological Sciences Queen’s University Belfast
97 Lisburn Road, Belfast BT9 7BL (U. K.)

Phone: +44 (0)28 9097 2181

Personal website: http://www.qub.ac.uk/bb/People/-
DrICapellini/  Evolutionary Architecture of Repro-
duction website & database: http://www.dur.ac.uk/-

reproductionproject/ Phylogeny of Sleep Database
http://www.bu.edu/phylogeny/ Isabella Capellini
<i.capellini@qub.ac.uk>

ULaval Bacterial Adaptation

PhD: Québec. Lacustrine bacterial metagenomic and
metatranscriptomic. The Derome laboratory at the In-
stitut de Biologie Intégrative et des Systems (IBIS),
Laval University, Québec, Canada, offers the position
of a PhD student “Rapid adaptive strategies of La-
custrine bacterial communities”. The successful candi-
date will have a Master of Science (MSc) or equivalent
in evolutionary biology, molecular biology, molecular
ecology or related fields, and a strong interest in net-
work of functional interactions in bacterial communi-
ties. Experience in molecular laboratory techniques and
DNA sequence analysis, next generation sequencing,
bioinformatics and statistics are an advantage. Fur-
thermore, good written and oral communication skills
in English, team work skills, the willingness to write
research-funding proposals and to learn some French
are essential for a rewarding research. Working lan-
guage will be French or English.

We are applying metatranscriptomic and metagenomics
techniques to questions of evolution, climate change
and bacterial communities functional capabilities. The
focus of this position will be on the environmen-
tal influences and evolutionary processes acting on
the communities of lacustrine bacterial communities.
You will use standard molecular genetic techniques as
well as next-generation sequencing technology (Roche
454). Within the Institut de Biologie Intégrative et
des Systems (IBIS) you will have ample opportuni-
ties to interact and collaborate with faculty, postdocs
and PhD students specializing in a variety of top-
ics, such as molecular evolution, functional genomics,
host/pathogen interactions, phylogeography, phyloge-
netics, ecology, modeling, and bioinformatics. Québec
is an attractive city in beautiful surroundings, with
many educational and recreational opportunities (Hik-
ing, cross-country and downhill skiing, mountain bik-
ing, rafting, kayaking, whale watchingS).

The Laval University advocates gender equality. The
contract shall start on September 2011 and will be lim-
ited to three years. The start date is somewhat flexible.
Salary and benefits are according to a public service
position in Canada (NSERC). The place for work is


http://www.nerc.ac.uk/funding/available/postgrad/eligibility.asp 
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Québec-City, QC, Canada.

Please send your application by e-mail attachment,
mentioning the reference of this position and includ-
ing (1) a letter outlining your interest in this kind of
research, and your suitability for the post, (2) a de-
tailed CV, (3) contact details of 2 referees and (4) a
copy of your thesis and other relevant exams: nico-
las[dot]derome[at]bio[dot]ulaval[dot]ca. Review of ap-
plications will begin on June 15, 2011, and continue
until a suitable candidate is identified. Informal in-
quiries by e-mail before the application are welcome.

Nicolas Derome, Professeur adjoint Département de Bi-
ologie Chaire de recherche du Canada en Génomique et
Conservation des Ressources Aquatiques

Institut de Biologie Intégrative et des Systéemes (IBIS)
Pavillon Charles-Eugéene Marchand, bureau 1255 1030,
avenue de la Médecine Université Laval, Québec QC
G1V 0A6 Canada

Téléphone : 1 (418) 656-7726 Télécopie :
2043

1 (418) 656-

Courriel : nicolas.derome@bio.ulaval.ca

Internet http://www.bio.ulaval.ca/no_cache/-
departement /professeurs/fiche_des_professe
urs/professeur/11/240/  http://www2.bio.ulaval.ca/-
louisbernatchez/laboderome_fr.htm

Nicolas.Derome@bio.ulaval.ca

Umea PlantPopGenomics

PhD position in population genomics of local adap-
tation in European aspen (Populus tremula) Umea
Plant Science Centre, Umea University, Sweden
(www.upsc.se)

We are looking for a PhD student for a project aimed
at investigating the genetic basis of naturally occurring
variation in phenology n in European aspen (Populus
tremula) and association with. The project is based on
data from whole-genome re-sequencing of a reference
population consisting of approximately 120 individu-
als. The work will primarily involve bioinformatic and
statistical analyses, but there are also possibilities for
doing field work, greenhouse and lab experiments. The
project is run in collaboration with a number of research
groups at Umea Plant Science Centre. The position is
available from September 2011 although another start-
ing date can be negotiated.

The PhD student will be supervised by professor
Par Ingvarsson (UPSC, Department of Ecology and
Environmental —Science, http://www.emg.umu.se/-
english /about-the-department /staff /view-person /-
?uid=pain0001&guise=anst2) and co-supervised
by Dr. Nathaniel Street (UPSC, Department
of Plant  Physiology, www.plantphys.umu.se/-
english /about-the-department /staff /view-person /-
?uid=rona0006&guise=anst2). The candidate should
have a solid background in in biology. = Working
knowledge of computational biology (bioinformat-
ics/statistics) in highly desirable. Excellent proficiency
in English is required, as English is the working
language in the research group and at the depart-
ment. For inquiries about the position, please contact
Professor Pér Ingvarsson, +46-(0)90-786 7414, email:
par.ingvarsson@emg.umu.se

The application should include a short description of
your research interests and why you are interested in
the position, CV, certificates from higher education,
copies of Bachelors/Masters thesis, and contact infor-
mation for 3 reference persons. Please note that appli-
cations should be sent electronically (in PDF format)
to jobb@umu.se. Mark you application with reference
number 313-426-11. The deadline for application is
May 31, 2011.

— Par K. Ingvarsson Professor, Evolutionary Genetics
Umea Plant Science Centre Department of Ecology and
Environmental Science Linneaus viag 6 Umea Univer-
sity, SE-901 87 Umea, Sweden tel. +46-(0)90-786-7414,
fax. +46-(0)90-786-6705

par.ingvarsson@emg.umu.se

UPortsmouth EvolutionPlantSignals

PhD Studentship at University of Portsmouth, UK.
(Sorry, only UK and European (EU/EEA) candidates)

The Ecology of Honesty: Evolution of Plant-Insect Sig-
nalling in Dalechampia vines.

Applications are invited for competition-funded PhD
Studentship in the School of Biological Sciences at the
University of Portsmouth. Portsmouth, UK, commenc-
ing on the 1st October 2011. (Stipend ca. 13,000
pounds per year, 3 years)

The evolution of signalling systems that determine the
ecology and evolution of plant-animal relationships is
poorly understood, yet these systems play important
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roles in the origin and maintenance of biodiversity.
Plants signal the availability of rewards to mutualists,
while at the same time attempting to+ minimise at-
traction of enemies. Stabilising selection may often
result from the net effect of these two conflicting se-
lective pressure, although this has only rarely been
documented. Floral signalling systems include bright
colours and fragrances to attract pollinators. Fully hon-
est advertisements signal accurately the presence of pol-
linator rewards (e.g. nectar, pollen, or floral resin for
nest construction), whereas dishonest advertisements
allow plants to attract and exploit pollinators with-
out providing rewards. There is a continuum between
these extremes, however, as measured by the correla-
tion between advertisement intensity+ and amount of
reward available. With few exceptions, the honesty of
signalling systems is poorly understood, even though it
not only affects the nature of the trophic relationships,
but also potentially controls the evolutionary dynam-
ics of plant-animal relationships. The pollinator-signal
systems employed by plants fall into two main groups:
visual (colour, shape) and olfactory (fragrances), and
both vary dramatically across the study system we are
investigating.

The purpose of this study is to understand the evo-
lutionary dynamic of signal diversity in Dalechampia
vines (Euphorbiaceae), assessing evolutionary trends in
floral bract and resin pigmentation and fragrance pro-
duction, in the context of bee-vision physiology, insect
learning, and overall honesty/dishonesty of signalling
to both pollinators and herbivores, in relation to re-
wards and defences. This study is one of the first to
elucidate the evolution of signalling systems by assess-
ing the effects of signal type on both reproductive fit-
ness in the field and, using molecular-phylogenetic re-
lationships in the genus, on diversification rates and
trait-transition rates. The PhD student collaborating
on this project will work with Prof Scott Armbruster
and be involved in fieldwork in the tropics and green-
house and lab work at the University of Portsmouth and
the Norwegian University of Science and Technology
(Trondheim). Additional expertise and training will
come from project collaborators in insect-vision neuro-
physiology, bee behaviour, comparative methods and
evolutionary theory, based at other universities in the
UK, Norway, and the US.

Informal inquiries can be directed to
scott.armbruster@port.ac.uk or +44 (0)23 9284
2081.

Application deadline 30th June 2011.

You can apply online, by email or by post to: Faculty
of Science, Faculty Admissions Centre, St. Michael’s

Building, White Swan Road, Portsmouth, Hampshire,
PO1 2DT. Tel: +44 (0)23 9284 5550 Email : sci-
pgrad@port.ac.uk

References: Armbruster, W. S. 2002. Can indirect se-
lection and genetic context contribute to trait diver-
sification? A transition-probability study of blossom-
color evolution in two genera. Journal of Evolutionary
Biology 15: 468-486. Armbruster, W. S., L. Anton-
sen, and C. Plabon. 2005. Phenotypic selection on
Dalechampia blossoms: honest signaling affects polli-
nation success. Ecology 86: 3323-3333. Bolstad G.H.,
W.S. Armbruster, C. Pelabon, R. Perez-Barrales, T.F.
Hansen. 2010. Direct selection at the blossom level
on floral reward by pollinators in a natural population
of Dalechampia schottii: Full-disclosure honesty? New
Phytologist 188: 370-384.

— W Scott Armbruster University of Portsmouth, UK
& University of Alaska, USA

W Scott Armbruster <wsarmbruster@Qalaska.edu>

URennes EvolutionaryBiol

Call for application2011: PhD Studentship in Evolu-
tionary Biology at the University of Rennes 1

*Title: Modeling demo-genetic interaction in socially
structured populations™®

Contact: Nelly Ménard (Nelly.menard@univ-
rennes].fr) or Pascaline Le Gouar
(pascaline.legouar@univ-rennesl.fr), UMR 6553
EcoBio, University of Rennes 1 , France

Application to VAS doctoral school before the 10~th
of June (http://www.vas.univ-rennesl.fr/en/home/-
competitive-admission-process/)

*Scientific context:*

On the one hand, several studies have shown the impact
of the social structure of animal populations on their
genetic structure and dispersal. On the other hand so-
cial interactions are known to affect survival and re-
production of individuals. Only an explicit integration
of demographic and genetic mechanisms may help un-
derstand their interactions and to discriminate their re-
spective impact on the functioning of populations, but
it is rarely performed. Understanding these interactions
in species with complex social structure and their influ-
ence on the response of populations to environmental
perturbations is crucial for understanding the evolution


http://www.vas.univ-rennes1.fr/en/home/competitive-admission-process/
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of sociality.
*Topic / mains steps/ methodological approaches:*
The thesis will focus on two main issues:

-How does social structure influence the interactions be-
tween genetic and demographic processes in small pop-
ulations?

-What is the role of social structure in population re-
sponses to anthropogenic disturbances such as fragmen-
tation of the landscape or population crashes?

The main hypothesis of this thesis is that the social
structure of a population influences the life history
traits and fitness of individuals through demo-genetic
interactions, the intensity would vary with the size of
the population, temporal and spatial scales and inten-
sity of environmental selection pressures.

The project will be structured around the develop-
ment of demo-genetic models mimicking the dynam-
ics of populations with different degrees of social struc-
tures. Based on this model, different scenarios on possi-
ble interactions between genetic and demographic pro-
cesses will be first considered according to published
case of studies or species studied in UMR Ecobio (pri-
mate populations, for example). Secondly, the effects of
population size, environemental selection pressure will
be studied. The models will then be implemented into
spatially explicit version to examine if any conflicts
between demo-genetic processes occur among spatial
scales.

The approach will be the development of stochastic
models of population dynamics that explicitly link de-
mography, genetics and social structure. The models
can be validated using data from long-term monitoring
of two primate species with contrasting social struc-
tures (Western lowland gorilla and Barbary macaque),
both species experience anthropogenic threats.

*Scientific and technical skills require by the candi-
date:*

The candidate must have a solid background in evolu-
tionary ecology and have experiences in modeling bio-
logical processes.

Pascaline Le Gouar MC Université Rennes 1 UMR 6553
ECOBIO Station Biologique Salle 112 35380 Paimpont
France

tel: +33(0) 299 61 81 73 mail: pascaline.legouar@univ-
rennesl.fr

http://-
Gouar

http://www.sbp.univ-rennesl.fr

ecobio.univ-rennesl.fr/ Pascaline Le

<pascaline.legouar@univ-rennesl.fr>

USherbrooke AvianEvolution

I am a seeking a motivated PhD student to join my re-
search group in the Department of Biology at the Uni-
versity of Sherbrooke (http://pages.usherbrooke.ca/-
dgarant/). The Department has an outstanding group
of researchers in ecology and evolution and provides a
dynamic and stimulating environment for graduate stu-
dents.

The proposed project will investigate phenotypic and
genetic correlations between reproductive traits and fit-
ness in a long term studied population of tree swallows
(Tachycineta bicolor) in southern Québec, Canada.
The project will benefits from a genetic pedigree gath-
ered over 8 years, which includes data collected over
10 000 individuals, to unravel the possible genetic con-
straints on population’ evolutionary potential, and to
assess links among traits and fitness in contrasted en-
vironments.

The fieldwork in southern Quebec will take place 2-3
months each summer. Ideally, the candidate will have
previous research and fieldwork experiences and skills
in handling birds would also be an advantage. A good
background in evolutionary ecology and/or quantita-
tive genetics is also desirable.

The position is open and funded for three years, start-
ing as soon as September 2011. Please apply by sending
your CV, including the email addresses of two refer-
ees, and a letter of motivation by 5 August 2011 to
Dany.Garant@Usherbrooke.ca

Je recherche un étudiant au PhD pour se join-
dre & mon groupe de recherche au département

de biologie de D'Université de Sherbrooke ( <
http://pages.usherbrooke.ca/dgarant/ >  http://-
pages.usherbrooke.ca/dgarant/). Le département

possede un groupe de recherche de haut niveau en
écologie et évolution et procure un environnement
stimulant pour les études gradués.

Le projet proposé portera sur ’analyse des corrélations
phénotypiques et génotypiques entre traits reproduc-
teurs et fitness dans un systeme d’étude a long terme
de I'Hirondelle bicolore (Tachycineta bicolor) dans le
Sud du Québec, Canada. Le projet bénéficiera d’un
pedigree génétique couvrant une période de 8 ans et
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de données récoltées sur plus de 10 000 individus, pour
établir le potentiel évolutif de la population, les con-
traintes génétiques possibles et les liens entre traits et
fitness sous des conditions environnementales variables.

Les travaux de terrain se dérouleront pendant 2-3
mois a chaque été. Idéalement, le candidat aura de
Pexpérience avec les travaux de terrain, avec la manip-
ulation d’oiseaux et de bonnes connaissances en écologie
évolutive et/ou génétique quantitative.

Le poste est financé pour 3 ans a compter de septembre
2011 au plus tot. Veuillez envoyer un CV, une lettre de
motivation et les coordonnées de deux références avant
le 5 aout 2011 a Dany.Garant@QUsherbrooke.ca

Dany Garant Associate Professor Department of Biol-
ogy University of Sherbrooke Sherbrooke QC J1K 2R1
Canada

Tel: (819) 821-8000 ext.63198 Fax: (819) 821-8049
Courriel: Dany.Garant@USherbrooke.ca

http://pages.usherbrooke.ca/dgarant/

UUppsala SexualDimorphismAgeing

PhD position in the evolution of sex differences in age-
ing is available at the Department of Animal Ecology,
Uppsala University, Sweden in Alexei Maklakov’s lab.
The position is funded by an ERC Starting Grant 2010.

The project will focus on two main questions : i) how
sex-specific selection produces sexual dimorphism and
ii) how the shared genetic machinery constrains the
sexes from reaching their sex-specific optima. The
main study species is the dioecious nematode worm
Caenorhabditis remanei, although classic model organ-
isms such as seed beetles and fruiflies are readily avail-
able. The project will combine the experimental evolu-
tion and behavioural ecology approach with molecular
methods. There is a possibility to develop and apply an
RNAIi knockdown technique in collaboration with Dr.
Andrea Hinas from Biomedical Centre and to study the
interactions between sex, learning, memory and ageing
in collaboration with Dr. Niclas Kolm from our depart-
ment. The main objective is to understand the evolu-
tion of sex differences in lifespan, and in reproductive
and cognitive ageing.

Applicants should have a MSc (or equivalent) in biol-
ogy/ecology and a strong interest in evolutionary bi-

ology. Special interest in the evolution of life-histories
and/or sexual selection is a plus. The project is su-
pervised by Alexei Maklakov (http://www.ebc.uu.se/-
Research /TEG /zooeko/People/Alexei_Maklakov/) and
the candidate will receive her/his postgraduate train-
ing within the postgraduate school at the Evolution-
ary Biology Centre (EBC) (see http://www.ebc.uu.se/-
index_eng.php). The candidate will join an interpro-
gram Ageing Research Group (http://www.ebc.uu.se/-
Research/groups/ageing/?languageld=3), which will
open many opportunities for collaborative projects with
other group members. The working atmosphere is in-
ternational with English as working language. EBC
constitutes an exciting arena for multidisciplinary re-
search in evolutionary biology in a broad sense, with
research programs including ecology, systematics, ge-
netics, genomics, and developmental biology. Uppsala
University is the oldest university in Scandinavia and
the city of Uppsala is a vibrant student town with beau-
tiful surroundings conveniently situated 40 minutes by
train from Stockholm. Students gave Uppsala Univer-
sity the highest rating of all universities in Europe in
biology in 2010.

This position is financed for four full years, and the suc-
cessful candidate will receive a postgraduate fellowship
the first year (15.500 SEK/month) and a postgraduate
position year 2-4 (22.400 - 25.100 SEK/month).

Important points: The position is open until filled. To
start in October, 2011, but this is flexible.

Applications should include: 1) short letter of interest
/ background (2 pages max); 2) complete CV; 3) a de-
scription of undergraduate training; 4) a copy of under-
graduate degree and 5) the names and e-mail addresses
of 2-3 referees. Applications should be sent by e-mail to
Alexei.Maklakov@ebc.uu.se. Alternatively, send hard-
copies to the following address: Alexei Maklakov, Ani-
mal Ecology, EBC, Norbyvagen 18D, Uppsala Univer-
sity, SE-752 36 Uppsala, Sweden. Please feel free to
contact me via e-mail for more information.

Dr Alexei A. Maklakov Department of Animal Ecology
Evolutionary Biology Centre Uppsala University Nor-
byvéagen 18D Uppsala, SE-752 36 Sweden

Tel: +46 18 471 2702 Fax: +46 18 471 6484

Home page: http://www.ebc.uu.se/Research/IEG/-
zooeko/People/Alexei_Maklakov/  Ageing Research
Group page: http://www.ebc.uu.se/Research/groups/-
ageing/ Alexei.Maklakov@ebc.uu.se
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http://www.ebc.uu.se/Research/IEG/zooeko/People/Alexei_Maklakov/
http://www.ebc.uu.se/Research/IEG/zooeko/People/Alexei_Maklakov/
http://www.ebc.uu.se/index_eng.php
http://www.ebc.uu.se/index_eng.php
http://www.ebc.uu.se/Research/groups/ageing/?languageId=3
http://www.ebc.uu.se/Research/groups/ageing/?languageId=3
http://www.ebc.uu.se/Research/IEG/zooeko/People/Alexei_Maklakov/ 
http://www.ebc.uu.se/Research/IEG/zooeko/People/Alexei_Maklakov/ 
http://www.ebc.uu.se/Research/groups/ageing/ 
http://www.ebc.uu.se/Research/groups/ageing/ 

June 1, 2011 EvolDir

UWyoming SageGrouseEvolution

Graduate Assistantship: Sage Grouse Connectivity and
Energy Development University of Wyoming

I have a newly funded project to determine how energy-
related management activities (oil/gas development
and subsequent reclamation) influence distribution and
functional connectivity of Sage Grouse in Wyoming.
Isolated populations of Sage Grouse are unlikely to
continue to persist over time. Evaluating reclamation
and conservation priorities in relation to distribution
and functional connectivity of Sage Grouse is a vital
need. To address this need, the project will integrate
models of Sage Grouse distribution and functional con-
nectivity, then use this information create tools that
help managers prioritize reclamation and conservation
activities. This project will rely on both innovative
niche models (distribution) and landscape genetic ap-
proaches (functional connectivity). The goals of this
project are to provide science-based management tools
and technology-transfer to support Sage Grouse mitiga-
tion actions (avoiding impacts and focusing reclamation
efforts on high-value sites).

I am recruiting a PhD student for this project starting
in August 2011. The project includes a highly com-
petitive 12-month stipend, tuition, fees, health insur-
ance, and research funds. The selected student will
be in the interdepartmental Program in Ecology (PiE;
www.uwyo.edu/pie). Prospective students with a back-
ground in ecology, natural resources, conservation bi-
ology, landscape ecology and/or population genetics
are encouraged to apply. Evidence of robust quan-
titative/analytical skills (including spatial modeling),
strong work ethic, passion for investigating scientific
questions, ability to work under harsh field conditions
and collaborative skills will all be vital for the success
of potential candidates.

Applications should be submitted by June 10th (early
application is strongly encouraged as review of applica-
tions will begin immediately). Applicants should meet
the following minimum requirements: MS degree or
other evidence of independent research, total GRE of
1100, and undergraduate GPA of 3.3 (or MS degree).
Applications should include: cover letter with state-
ment of research interests, CV, transcripts, GRE scores,
and contact information for three references. Please be
sure to include any evidence GIS, statistical modeling

and/or population genetic analysis skills. The packet
can be sent as a pdf attachment to Dr. Melanie Mur-
phy (melanie.murphy@uwyo.edu). Please contact me if
you have any questions.

University of Wyoming (www.uwyo.edu) is ideally lo-
cated in Laramie, Wyoming with easy access to excel-
lent outdoor recreation opportunities and beautiful field
sites. In addition, the campus is only 1 hour from Fort
Collins and 2 hours from Denver, CO.

“Melanie A. Murphy” <mmurph23@uwyo.edu>

WWU Munster PlantCoevolution

*PhD position, WWU Miinster.*

*The co-evolution of immunity and development in
plants*

For effective crop improvement, breeders must be able
to select on relevant phenotypic traits without compro-
mising yield. This project proposes to investigate the
evolutionary consequences of flowering time modifica-
tions on a second trait of major importance for plant
breeding: immunity. This will have implications both
for understanding cross-talks between flowering time
and defense network and for developing efficient breed-
ing strategies.

There is clear evidence that plant maturity influences
levels and effectiveness of defense. Theoretical models
actually predict that changes in life-history can mod-
ulate the balance between costs and benefits of immu-
nity. Simultaneously, actors of the immune system have
often been observed to alter flowering time.

Two alternative and possibly complementary hypothe-
ses can explain this link: genetic constraints due to the
pleiotropic action of players in either systems, or co-
evolution, if flowering-time changes modulate the cost-
benefit balance of immunity. We will conduct field as-
says in /Arabidopsis thaliana,/ to differentiate the ac-
tion of the two explanatory hypotheses. Using tran-
scriptome analyses, we will identify defense genes asso-
ciating with flowering time modification (f-t-a defense
genes). We will quantify their expression along the as-
say and test whether it varies with both flowering time
and fitness. We will further test whether flowering time
and immunity interact to determine yield in tomato and
potato.

The IEB in Miinster is unique in Germany (http://-


http://www.uwyo.edu/pie
http://www.uwyo.edu
http://ieb.uni-muenster.de/
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ieb.uni-muenster.de/). Its marked focus on Evolution
places it at the forefront of education and research in
diverse sectors of evolutionary biology, from evolution-
ary ecology to phylogenetics, population genetics and
evolutionary bioinformatics. This interdisciplinary en-
vironment, the diversity of model organisms as well as
close proximity to world class research at the nearby In-
stitute of Botany provides a unique setting that is about
to be even further reinforced by a Graduate School of
Evolution.

*Miinster is a multi-faceted city. It is a city of sci-
ence and learning. Westphalia’s longstanding regional
capital is a young city; one of 7 of its inhabitants is
either studying or employed by university and half of
its inhabitants are below 30 years of age. Compared
to other German cities, Miinster is a forerunner in the
field of environment and climate protection. It is Ger-
many’s bicycle metropolis with more bikes than inhabi-
tants, more than 250 kilometres of bicycle paths and an
underground bicycle parking area in front of the main
train station. High-tech and traditional trade coexist
in this city, as well as baroque noble residences and

modern architecture, or a historic city centre and pro-
gressive urban development. This is how Miinster can
guarantee you the highest quality of life. *

kk

*We are looking for a candidate with a strong back-
ground in either plant physiology, evolutionary biol-
ogy or statistical genetics, documented by a master
degree, and with a strong motivation for the assess-
ment of plant performance in the field. A background
in agricultural sciences is also welcome. The project is
part of SPP1530 on Flowering time control. Funding is
guaranteed for three years.**Applicants should send a
detailed CV and the contact information of three refer-
ees to Prof. Juliette de Meaux (juliette.de.meaux@uni-
muenster.de). Review of applications will begin imme-
diately and until position is filled. The position is avail-
able from July 1°st , but a later starting date can be
negotiated. Fluency in German is NOT a pre-requisite
for joining the lab. *

Juliette de Meaux <jmeau_01@uni-muenster.de>
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Evolution, Morphology, Evolutionary Biology, Paleon-
tology

The Ecole Pratique des Hautes Etudes (EPHE) opens a
< Maitre de conférences > position (permanent posi-


http://ieb.uni-muenster.de/
http://ieb.uni-muenster.de/
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tion of Assistant Professor) at the <« Paléobiodiversité
& Evolution > lab, part of Biogéosciences unit (UMR
CNRS) in Dijon (Burgundy, France).

Candidates are expected to develop a research pro-
gram on the study of mechanisms leading to the emer-
gence of particular phenotypes by favoring multi-scale
approaches from the microevolutionary level (function,
adaptation) up to the macroevolutionary level (historic
contingency). The understanding of complex biological
systems can be now approached through the concept of
shape modularity and integration providing a relevant
link between developmental processes and evolution.

The position concerns either a paleontologist or an evo-
lutionary biologist (ecology, population biology) consid-
ering his(her) project at the interface between micro-
and macro-evolutionary researches. Solid knowledge in
morphometry and statistics are expected.

Teaching program will include Evolution, Morphom-
etry, Paleontology courses, in particular in the Mas-
ter BSE (Biologie Santé Ecologie) of the Ecole Pra-
tique des Hautes Etudes and in the lectures given in
Palébiodiversité & Evolution lab in Dijon.

The review process will be held in Late Spring 2011,
and the position will begin end of 2011 (pending
final decision of French Academy of Sciences). The
official announcement and the list of requested
items for formal application is now posted on at the
EPHE web site (http://www.ephe.sorbonne.fr/ or
http://www.ephe.sorbonne.fr/actualites /recrutement-
enseignants-chercheurs-2011.html). Please follow the
recommendations and send all the requested files to
the following address: svt@ephe.sorbonne.fr

For any scientific or teaching questions, please contact :
Dr. S. Montuire (head of the Paléobiodiversité & Evo-
lution > lab or Dr. M. Veuille (head of the Life and
Earth Sciences Section of EPHE).

Sophie.Montuire@u-bourgogne.fr ~ Tél +33
(0)3.80.39.63.47 http://www.u-bourgogne.fr/-
BIOGEOSCIENCE/  http://www.ephe.sorbonne.fr

veuille@ephe.sorbonne.fr/veuille @mnhn.fr Tél : +33

(0)1.53.63.61.65/66

Dr. Sophie Montuire EPHE & UMR CNRS 5561
Biogéosciences Université de Bourgogne 6 Bld Gabriel
21000 Dijon Tél.: 33. (0)3.80.39.63.47 Fax : 33.
(0)3.80.39.63.87 Sophie.Montuire@u-bourgogne.fr
http://www.u-bourgogne.fr/BIOGEOSCIENCE/
http://www.ephe.sorbonne.fr Paleontological database
http://transtyfipal.u-bourgogne.fr/  Sophie Montuire
<Sophie.Montuire@u-bourgogne.fr>

Helsinki ComputationalBiology

Open positions in computational sequence analysis at
the Institute of Biotechnology, Helsinki, Finland

Dr. Ari Loytynoja will start as a group leader at the
Institute of Biotechnology, University of Helsinki, from
1 September, 2011. He has open positions for Ph.D.
students and a postdoc researcher.

The group’s research interests are in evolutionary se-
quence analysis, both the development of advanced
analysis methods and their application to biological
questions of special importance. Current topics include
e.g. phylogenetic sequence alignment and homology in-
ference for evolutionary analyses, and the development
of methods for comparative analysis of next-generation,
high-throughput sequencing data.

An ideal candidate would be experienced with
Linux/Unix systems and working with the command-
line interface, and would master a scripting language
such as Perl or Python. Some projects require experi-
ence on a low-level programming language such as C,
C++ or Java (the current codebase is in C++). The
work does not require background in biology, nor a for-
mal training in programming or bioinformatics. The
starting date is 1 September, 2011 or later.

Potential research projects are: (i) develop-
ment/analysis of phylogenetic alignment methods
efficiently using current computer hardware and
strategies for their use on large datasets; (ii) develop-
ment/analysis of phylogenetic alignment methods to
account for uncertainties in the homology inference;
(iii) development of methods for comparative analyses
of next-generation sequencing data; (iv) evolutionary
analyses of non-model organisms using next-generation
sequencing data. A candidate’s own project matching
group’s other interests can also be considered.

Information of the past work and research interests can
be found from the following publications:

Loytynoja& Goldman.  Science (2009), 324:1528.
Loytynoja& Goldman. Science (2008), 320:1632
Léytynoja& Goldman. Phil Trans Royal Soc B (2008),
363:3913 Loytynoja& Goldman. Proc Nat Acad Sci-
ences USA (2005), 102:10557

and from the group’s homepage at
www.biocenter.helsinki.fi/bi/loytynoja

http://-
To apply
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for a position, please send your CV and contact details
of two referees to ari.loytynoja@helsinki.fi or to the
address (valid until 31 July, 2011):

Ari Loytynoja EMBL-European Bioinformatics Insti-
tute Wellcome Trust Genome Campus Hinxton, CB10
1SD United Kingdom

~ Ari Loytynoja tel:+44-(0)1223-494695 EMBL-
European Bioinformatics Institute fax:+44-(0)1223-

494468 Wellcome Trust Genome Campus, Hinxton,
CB10 1SD, UK

ari@ebi.ac.uk

LundU SystematicBiology

Lund University (Sweden) announces an opening:
Professor in Systematic Biology

Lund University is Scandinaviaés largest institution for
education and research in a broad range of disciplines,
such as engineering, natural sciences, law, social sci-
ence, economics, medicine, theology and the arts. The
University has over 40 000 students and approximately
6 000 employees located in Lund, Malmo and Helsing-
borg. We have a comprehensive global network and
a growing co-operation within the Aresund University
framework of Southern Sweden and Eastern Denmark.

The Department of Biology was founded on January
2010 by a fusion of the Departments of Ecology, Cell
and Organism Biology (COB), Undergraduate Studies
in Biology and the Biological Museums. At the same
time, the building of the new Biology Centre has been
completed within the North Campus, and all biology re-
search and teaching at Lund University is now gathered
together within a single site for the first time & provid-
ing unique opportunities for high quality research and
innovative education within biology. The Department
of Biology has ca. 300 employees, out of which ca. 80
are PhD candidates. The Biological Museums together
represent one of the worldas largest university collec-
tions (c. 12 million specimens) including, in particular,
large collections of insects and vascular plants from the
Nordic countries. Research at the Department is or-
ganized around research groups working within many
areas of biology. We offer a range of bachelor and mas-
ter teaching programmes in dBiologya and &Molecular
Biologya to both Swedish and international students.
Further information about the Department of Biology
can be found at: http://www.lu.se/biology Basic facts

regarding the position

Reference no: 2184 Closing date for applications:
September 15, 2011 Date of appointment: As
soon as possible Placement: Department of Biol-
ogy Trades unions at Lund University: OFR, SACO
and SEKO Information about the position: Christer
Lofstedt, Head of Department: +46-46-222 9338, chris-
ter.lofstedt@biol.lu.se; Information about conditions of
employment and the application process: Faculty Per-
sonnel Manager Gunilla Thylander, +46 -46 222 40 32,
gunilla.thylander@kanslin.lu.se

Description of responsibilities The main emphasis of the
position is research within systematic biology with a fo-
cus on studies of evolutionary relationships at the level
of species, and/or higher taxa.

The successful candidate will be expected to play a key
role in establishing a competitive word-class research
programme in systematics at the Department of Biol-
ogy. The candidate should take responsibility for lead-
ing a research group, and be active in the development
of the collections at the Biological Museums. He/she
should actively seek external funding from national re-
search councils and other research funds in order to
cover part of the salaries and operational costs for the
research group. The candidate is also expected to de-
velop collaborations with other research groups within
the Department that are active in related research ar-
eas, such as evolutionary biology, molecular ecology and
biodiversity research.

In addition, the successful candidate is expected to
be actively engaged in teaching and development of
courses (at both basic and advanced levels) within sys-
tematics, evolution and biodiversity, and in the super-
vision of Bachelor and Master projects, as well as PhD
students.

Qualifications According to Chapter 4, Section 3 of the
Higher Education Ordinance (SF'S 2010:1064) a person
who has demonstrated both research and teaching ex-
pertise shall be qualified for employment as a professor
except in disciplines in the fine, applied or performing
arts.

The successful candidate is expected to have a distin-
guished record of achievements in the area of systematic
biology with a focus on studies of evolutionary relation-
ships at the level of species, and/or higher taxa. Scien-
tific qualifications will be evaluated mainly on the basis
of the quality and number of scientific publications at
the highest international level. Demonstrated academic
leadership skills, experience of supervising undergradu-
ate and graduate students, collaborative skills, and an
ability to compete successfully for external funding are


http://www.lu.se/biology 

June 1, 2011 EvolDir

39

of central importance. Demonstrated ability to develop
and teach undergraduate and graduate courses in sys-
tematic biology are also important merits. A demon-
strated ability to establish intra- and interdisciplinary
research collaborations is important for the position,
and the ways in which the candidateAs background and
expertise may strengthen the research profile in evolu-
tionary biology and biodiversity research at the new
Department of Biology will be taken into considera-
tion. Experience of curating of museum collections is
regarded as a merit.

The assessment criteria for appointment as a professor,
according to

_

This message has been arbitrarily truncated at 5000 characters.
To read the entire message look it up at http://life.biology.-

mcmaster.ca/ brian/evoldir.html

MaxPlanckInst Leipzig
ImagingHumanEvolution

Research Position in 3D Imaging and Human Evolution

The Department of Human Evolution of the Max
Planck Institute for Evolutionary Anthropology,
Leipzig (Germany) invites applications for a junior re-
search position. This is a research-only post with no
teaching obligations. We expect the successful candi-
date to work closely with Professor Fred Spoor, explor-
ing the bony labyrinth of hominin fossils, using high-
resolution CT and advanced morphometric methods.
There will be time available for independent research
as well. The department will provide substantial sup-
port in a highly stimulating environment.

The selected candidate will have a PhD, a strong track
record of research, and appropriate experience in us-
ing 3D imaging software. Good knowledge of Avizo
(Amira) would be a distinct advantage. The initial
length of the appointment is two years but the contract
is extensible.

Please send queries and applications (cover letter
and cv in PDF format) to Professor Fred Spoor
(f.spoor@eva.mpg.de).

The appointment will commence in July or August, and
the application deadline is 4 June 2011.

— Alyson Reid Research Assistant to Prof. Jean-

Jacques Hublin/Dept. of Human Evolution Max-
Planck-Institute  for  Evolutionary  Anthropology
Deutscher Platz 6, D-04013 Leipzig, Germany

Phone: 49-341-3550-368 Fax: 49-341-3550-399 E-mail:
alyson_reid@eva.mpg.de Office: U2.15

Alyson Reid <alyson_reid@eva.mpg.de>

Moorea CoralReefs

Dear Listers,

This is the second announcement for a permanent
position of Assistant Professor at EPHE (Ecole Pra-
tique des Hautes Etudes), at the Centre for Island Re-
search and Observatory of the Environment (CRIOBE).
CRIOBE is an institution based in Moorea (French
Polynesia) and Perpignan (France), part of both EPHE
and the National Centre for Scientific Research (CNRS
- France), whose research unit (UMS 3278 CNRS-
EPHE) is know nationally and internationally for its
scientific work on coral reef ecosystems. The successful
candidate will develop his research project on the topic
of coral reefs, in an ecological and environmental con-
text. The scientific thematics of the project are wide:
"Macro-ecology in coral reefs, from genes to ecosystems
(biotic interactions, resilience - disturbances, climate
change - ecological evolution)’. The scientific excellence
of the candidate will be rewarded. The successful candi-
date will be asked to implement a team within his own
scientific field of expertise and in the context of the re-
search unit. The application may be written in english
or french. The launching of the position is forecast for
May 5th. Please note the following agenda: - May 5th:
launching of the position - June 3rd: deadline for send-
ing application - June 10th: pre-selection of candidates
for an audition in Paris - July 13th: audition in Paris.

The description of the application to submitted can

be downloaded at the following address: http:/-
/www.ephe.sorbonne.fr /actualites/recrutement-
enseignants-chercheurs-2011.html If more infor-

mation is needed, please contact Dr Serge Planes
(planes@univ-perp.fr, veuille@mnhn.fr) or Pr Michel
Veuille (veuille@mnhn.fr).

Please feel free to forward this message to your col-
leagues, other lists, etc.

— Dr Serge PLANES (Dir) USR 3278 CNRS - EPHE
Centre de Recherche Insulaire et Observatoire de
IEnvironnement (CRIOBE) BP 1013 - 98 729, Pa-
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petoai, Moorea, Polynésie francaise Tel : (689) 56 13
45, Fax : (689) 56 28 15 e-mail : serge.planes@criobe.pf

Centre de Biologie et d’Ecologie Tropicale et
Méditerranéenne Universite de Perpignan, 52 Av. Paul
Alduy - 66860 Perpignan cedex, France Tel : (33) (0)4
68 66 17 11, Fax : (33) (0)4 68 50 36 86 e-mail :
planes@univ-perp.fr

sarah.lemer@univ-perp.fr

NewMexicoStateU LabCoordinator
GenomeSequencing

Job: Laboratory Coordinator, Genome Sequencing
Laboratory

New Mexico State University, Department of Biology

Qualifications: BS in Biology, Molecular Biology or re-
lated field, plus one year of experience; MS in Biol-
ogy preferred. Strong background in molecular biol-
ogy techniques including Roche 454 shotgun, amplicon,
and transcriptome pyrosequencing, qPCR, construction
of normalized cDNA libraries, Sanger sequencing and
capillary electrophoresis are preferred. Ability to com-
municate clearly, both verbally and in writing, with
researchers, clientele, and students regarding molecu-
lar biology protocols and experimental design relating
to ecology and evolution; previous scholarly products
(e.g., papers, presentations) and teaching or academic
supervisory experience is preferred.

Examples of Duties: Preparation, management, and
expansion of NMSU’s core Genome Sequencing Lab-
oratory. Daily operation and routine maintenance of
a Roche 454 GS FLX emPCR pyrosequencer (train-
ing is not available). Successful operation of the in-
strument requires meticulous adherence to protocols.
Additional laboratory duties include the preparation
of a wide variety of samples for genomic sequenc-
ing, and training/supervising graduate student labo-
ratory assistants. Other duties include project man-
agement, record-keeping, accounting, and purchasing
reagents/expendables. Must keep abreast of technical
advances in genomics in order to advise research clien-
tele in experimental design and seek new applications
of genomics technology. Must work collaboratively with
team of faculty researchers, bioinformatics specialists,
graduate students, and facilities staff.

Benefits Offered: Group medical and hospital insur-
ance, group life insurance, long-term disability insur-

ance, state educational retirement, worker’s compensa-
tion, sick leave, annual leave and unemployment com-
pensation. Opportunity fort educational advancement.

Conditions: Offer of employment is contingent on fund-
ing.

All offers of employment, oral and written, are contin-
gent on the University’s verification of credentials and
other information required by Federal Law, State Law,
and NMSU policies/procedures, and may include the
completion of a criminal history check.

Reply to/Deadline for Applications: Submit a formal
letter of interest, current resume, and three professional
references with names, titles, addresses, daytime phone
numbers, and email addresses preferably as email and
attachments to:

phoude@nmsu.edu
or hard copy by snail mail to:

Peter Houde New Mexico State University Box 30001
MSC 3AF Las Cruces NM 88003

Review of applications will begin April 19 2011 and ap-
plications received after this date may be considered.
Incomplete application packets will not be considered.

phoude@nmsu.edu

NewZealand
ComputEvolutionaryBiol

Computational Evolutionary Biology

The New Zealand Institute for Advanced Study seeks
to appoint a new faculty member at the Professorial
level.

The position is open to candidates who have a distin-
guished track record in computational evolutionary bi-
ology or computational biochemistry. Preference will
be given to applicants willing and able to cross disci-
plinary boundaries and whose research interests com-
pliment existing NZIAS activities.

The overriding requirement for appointment is truly
distinguished performance in research and a strong and
successful record in attracting grant support. The suc-
cessful candidate must contribute to an emerging and
vibrant research environment with a strong commit-
ment to post graduate training.

Further information can be found here: http://-
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Paul B Rainey <paulbrainey@gmail.com>

NHM Paris BacterialGenomics

Assistant-Professor position in Bacterial genomics and
metagenomics, EPHE/Natural History Museum, Paris

A tenure-track position as an assistant professor in bac-
terial genomics, metagenomics and statistical genet-
ics is available at the EPHE /Integrative Population
Biology /research group (Veuille Lab) in the Natural
History Museum in Paris. The lab combines large
empirical datasets and computational approaches to
studying microbial population genetics (see http://-
www.thierrywirth-lab.com/). Current work in the lab
focuses on a range of topics including (i) bacterial biodi-
versity and connectivity in Pacific Archipelagos, (ii) the
interplay of sex and virulence in bacteria (/Escherichia
coli/), (iii) the evolutionary history, demography and
spread of major diseases using next-generation sequenc-
ing data. Our lab benefits from an excellent background
in theoretical and modern population genetics (bioin-
formatics, modelisation, ABC, demogenetics) as well
as an interdisciplinary research environment based on
national and international collaborations (Institut Pas-
teur, Max-Planck Institute).

The successful candidate should have a postdoctoral ex-
perience, a strong background in computer science and
statistics, and a deep interest in evolutionary genetics.
A strong experience in genomewide and massive parallel
sequencing datasets analyses is required. Programming
skills and proficiency in unix-based computational envi-
ronments are essential; finally a good publication record
is required. She/he will also be involved in teaching ac-
tivities in the /Biology, Health and Ecology/ Master

Remark: The position concerns evolutionary genomics,
therefore a background in bacteria genetics and ge-
nomics is not mandatory.

Position  linkt: http://www.ephe.sorbonne.fr/-
actualites/recrutement-enseignants-chercheurs-
2011.html Application deadline is the 2nd of June
2011.

Informal inquiries as well as applications (including a
CV, copies of relevant publications and contact infor-
mation for at least two references) should be emailed
to both Thierry Wirth (wirth@mnhn.fr) and Michel
Veuille (veuille@mnhn.fr). The starting date can be

as early as October 2011.
Prof. Thierry Wirth

Muséum National d’Histoire Naturelle - EPHE De-
partment of Systematics and Evolution UMR-CNRS
7205 16, rue Buffon, 75231 Paris cedex 05 France tel.
+33 (0) 1 4079 8036; gsm. +33 (0) 648155320 email:

wirth@mnhn.fr url: http://www.thierrywirth-lab.com

OceanGenomeLegacy
BioCollectionsDataSpecialist

Biological Collections Data Specialist (Job Code: OGL-
ICBG-ED, posted 04/30/11)

The Ocean Genome Legacy Laboratory for Marine Ge-
nomic Research (www.oglf.org) seeks a Biological Col-
lections Data Specialist to participate in data manage-
ment associated with its Philippine Mollusk Symbiont-
International Cooperative Biodiversity Group (PMS-
ICBG) and to participate in operation of the Ocean
Genome Resource DNA and Tissue Repository (OGR).
The position will be part-time initially (20-30 hours per
week), but may lead to a full-time position in the fu-
ture.

We are seeking an employee with exceptional organiza-
tional and communication skills, a strong background
in molecular biology, and who pays strong attention to
detail and has the desire and ability to work well in a
collaborative group setting. The position is available
immediately and offers exciting opportunities for or-
ganizational development, competitive compensation,
and the potential for advancement within an academi-
cally oriented non-profit research institution.

Brief Description- The successful applicant will have
primary responsibility for managing, developing, main-
taining, curating, and updating metadata and bioin-
formatic data associated with our PMS-ICBG project
(http://www.pms-icbg.org/). There is a real oppor-
tunity for creativity with this position as key aspects
include an interest and ability to develop a bioinfor-
matics component for the project (e.g. analyzing and
tracking genome sequence data); and an opportunity
to work with a large, diverse group of project par-
ticipants to ensure a complete and up-to-date dataset
that is useful for project participants and for bi-annual
project reporting. Fieldwork in the Philippines (1-2
trips per year) and occasional domestic travel for meet-
ings are possible, as well as occasional travel to obtain
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additional specimens for the Ocean Genome Resource
(OGR) public biorepository. Currently, OGL is plan-
ning trips to Australia (1-3 weeks) and Florida (1 week)
to subsample extensive museum collections. The time-
line for these trips is very flexible.

Applicant Requirements- Applicants should meet the
following basic requirements: - BS, MS or PhD in Bi-
ology, Microbiology, Marine Biology or related field -
Coursework in molecular biology and taxonomy - Lab-
oratory experience including genomic material handling
and storage - Demonstrated expertise in database de-
sign and management; FileMaker Pro a plus. - Field
collection experience and/or collections management
experience

Apply for the Position- Applicants should submit a
cover letter, CV /resume (including publications, if ap-
plicable), and contact information for at least three ref-
erences by email to infoQoglf.org (referencing job code
OGL-ICBG-ED in the subject line) or by regular mail
to the address below.

Ocean Genome Legacy, Inc. is a publicly supported
non-profit research organization dedicated to explo-
ration, description, documentation, and preservation of
the genomic diversity of the oceans. Located on the
campus of New England Biolabs in Ipswich, MA, OGL
is an equal opportunity employer that receives support
from the National Science Foundation, the Department
of Energy, and the National Institutes of Health. OGL
encourages its research staff to pursue their own re-
search ideas, to publish their results, and to seek extra-
mural support for their research.

Please direct all inquiries to: Daniel L. Distel, Ph.D.
Executive Director, Ocean Genome Legacy 240County
Rd., Ipswich, MA 01938 info@oglf.org

deboer@oglf.org

PennStateU MultiMedia

Penn State evolutionary biologist Blair Hedges is seek-
ing a multimedia designer for a full-time position in his
lab on Penn State’s main campus. Job includes video
editing, photo editing, web design, and creating illus-
trations, graphs, maps, and other graphics for evolution
and conservation research and outreach. A Bachelor’s
degree in graphic design or a related field (or equivalent)
is required. Proficiency in Adobe After Effects, Photo-
shop, Hlustrator, and InDesign is required. Individual

must have strong organizational skills. Familiarity with
Google Earth and HTML/PHP is a plus, but not re-
quired. An interest in biology is also a plus, but it is not
required. Application materials including a cover let-
ter, resume and contact information for three references
should be submitted via email (see www.hedgeslab.org
for contact info). Penn State is committed to affirma-
tive action, equal opportunity and the diversity of its
workforce.

sbh1@psu.edu

QueenMaryU Bioinformatics

Queen Mary University of London

(details:

Bioinformactics/Phylogenetics http://-

www.sbes.qmul.ac.uk/)

Lecturer/Senior Lecturer/Reader (= tenure track As-
sistant Professor / Associate Professor / Professor in
US terms)

The deadline for this post has been extended to 13th
May 2011 at 4.00pm BST (due to a problem with the
advert in Nature). Interviews will be held on the 1st
July 2011

richard.alan.nichols@googlemail.com

StanfordU FieldLabAssist
SticklebackEvolution

Field and Laboratory Life Science Research Assistant
in Stickleback Evolution

The Kingsley Lab at Stanford is seeking an enthusi-
astic field and lab research assistant to participate in
a project on the evolutionary ecology and genomics
of stickleback adaptation. Threespine sticklebacks are
small marine and freshwater fish that have undergone
a recent adaptive radiation across the northern hemi-
sphere. They occupy a diverse range of habitats (lakes,
streams, rivers, bogs, estuaries, ocean), and display a
remarkable degree of morphological, physiological and
behavioural diversity. We have developed a combina-
tion of genetic and genomic tools for the organism,
making it possible to combine ecological, population,
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developmental, and genomic studies of the molecular
mechanisms that control evolutionary change in natu-
ral populations.

The successful candidate will sample sticklebacks from
diverse environments during the summer field season,
and catalog ecological, population, and individual-level
data. Field-work will involve wading, water sampling,
and hiking through rough terrain to access sample sites.
International travel will be involved, and the applicant
must be willing to work in long hours in remote lo-
cations. Laboratory-based work at Stanford will in-
clude logistics, data collection, digitizing images, mak-
ing detailed morphological measurements, and prepar-
ing DNA for whole genome sequencing of multiple pop-
ulations. This position is perfect for a highly motivated
individual seeking both field-and lab based experience
in evolutionary ecology and genetic/genomic analysis.

Requirements include:

1) bachelor’s level or higher degree in biology, ecology,
genetics or related field 2) drivers license and pass-
port suitable for international travel 3) accurate, detail-
oriented record keeping

Previous field and laboratory experience highly desir-
able. Salary and travel costs provided. The position
will begin in May 2011.

If you wish to apply, please send a CV with a cover
letter and contact details of two references (with e-mail
addresses), to:

Professor David Kingsley email: kingsley@stanford.edu
Dept. of Developmental Biology Stanford University
California 94305-5329 USA

jones.floss@gmail.com

TrinityCollege Dublin Evolution

Lectureship in Zoology, School of Natural Sciences, Fac-
ulty of Engineering, Mathematics and Science, Trinity
College Dublin.

The Discipline of Zoology seeks to appoint an outstand-
ing scientist to a five-year lectureship in Comparative
Physiology and Evolution. The successful candidate
will contribute to teaching on a variety of courses es-
pecially on the general undergraduate Freshman course
in Natural Sciences, the degree courses in Zoology and
Functional Biology and to Masters level teaching in Bio-
diversity and Conservation and Environmental Science.

Depending on experience, teaching will cover topics
such as anatomical or physiological zoology, parasitol-
ogy, behavioural ecology or biodiversity.

The ideal candidate will be interdisciplinary and in-
teractive, and will develop a dynamic, internation-
ally renowned research programme in the broad area
of comparative physiology and/or evolution. The ap-
pointee’s research will provide opportunities for cross-
disciplinary research both within the School of Natu-
ral Sciences and between Schools (such as furthering
on-going collaborations with bioengineering). The ap-
pointee will support the College’s Strategic Plan 2009-
2014, by strengthening the physiological and evolution-
ary aspects of the central unifying theme of College’s
research strategy - the Sustainable Society.

The School of Natural Sciences comprises 38 academic
staff working under the single overarching theme -
Biodiversity and the Environment’ underpinned by four
subthemes: Ecology and Evolution, Earth and Environ-
mental Science, Society, Space and Environment and
Molecular and Comparative Physiology. The appointee
will contribute to, and ideally promote synergy among
some of these sub-themes. They will be expected to
enhance research-led teaching in the School, increasing
opportunities for graduate research.

Further details can be found here https://jobs.ted.ie/-
pls/corehrrecruit/docs/0000019788.pdf Applica-
tions will only be accepted via E-Recruitment
http://www.tcd.ie/vacancies/ Dr Andrew Jack-
son Lecturer School of Natural Sciences Zoology
Building, Trinity College Dublin, Dublin 2, Ireland
Tel. + 353 1 896 2728, Fax. + 353 1 677 8094,
Email. a.jackson@tecd.ie http://www.tcd.ie/Zoology /-
research /research/theoretical / AndrewJackson.php
jackson.andrew.lloyd@gmail.com

UBristol UK Statistics

Two short term fellowships are available in the De-
partment of Statistics, School of Mathematical Sci-
